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TGGAGGCGTAGTAATTAACACTTAATTTAGATATTTATGGAATAATGAATTTGGATATTAACTACC 

 

CTCTCACAACGCTTAAAAACAGGGCATGTCTAAAAACTGTTTATATATATTCTTTTTTATGTTAAT 

 

AATAATATAGAGAGAGAGAGAGAGAGAGATTGAAAATCTTATCTATCATTCTGAAATGGCTGCTTC 

 

GGGTATTGCAGGGATTACCCTTCTCAATTGCTTCTCTTCTTCTTCTTCTTCATCAGCGAGATGCCG 

 

CCCATAACGTCCCTAATGGGAAGAGTTAACGAAGAGAAGAAGAAGAAGAAGTAGTCGCTCTACGGC 

 

AACTCGTTCTTTGACTATGGCTGTTTCCACCGACCAGAAGCCCAGCACCGAAAAACTCACTCTTCG 

 

CAAATCTGAAGAAGCTTTCGCAGCTGCAAAGGTAATTCTTCTTCTTCGCTTTTTCATCAACATCAT 

 

CATCATCATCTAATAATAATAATAATAATGTAATAATCGATTTGATTAGGAATTGATGCCTGGAGG 

 

TGTGAACTCTCCTGTTCGTGCTTTCAAATCAGTTGGTGGACAACCCATTATCATTGATTCCGTCAA 

 

AGGTGCTCGCATGTGGGACATTGATGGCAACCAATACATTGACTATGTTGGTTCTTGGGGTCCTGC 

 

AATTATTGGTCACGCTGATGATCAGGTTTCTTATTTTTAACATAACCTCTTCAATTCTCTCATATA 

 

TTGCTGCTGTTTATCCTTCAAACTTTTATGTTTAATTTCAGGTACTCTCCGCTCTTGCTGAGACAA 

 

TGAAGAAAGGAACCAGCTTTGGTGCACCTTGTCTTCTTGAAAACACTCTAGCTGAGATGGTTATCT 

 

CTGCTGTTCCCAGCATTGAAATGGTCAGATTTGTCAATTCCGGCACTGAAGCATGCATGGGTGCAC 

 

TCCGCCTTGCCCGTGCTTATACCGGCAAAGAGAAGATCATCAAGTTTGAGGGATGTTATCACGGCC 

 

ATGCTGATCCTTTTCTTGTTAAGGCAGGTAGTGGAGTTGCCACCCTAGGACTTCCTGATTCCCCTG 

 

GTGTTCCTAAAGCTGCCACCAATGAAACCCTTACAGCCCCCTTCAATGACTTTGCTGCTGTTGAGA 

 

AGATCTTTGAAGCCAACAAAGGAGAGATAGCCGTAGTCTTCCTCGAACCTGTTGTTGGAAATTCCG 

 

GTTTCATTACTCCTAAACCTGATTTTCTTAGTTCCTTGCGCAAAATCACCAAGGAGAACAATGCCC 

 

TTCTCGTGTTTGATGAAGTTATGACTGGATTCCGTTTGTCGTATGGAGGTGCTCAACAATACTTTG 

 

GCATAACTCCTGATATAACAACTCTGGGGAAGATCATTGGAGGGGGTTTGCCAGTAGGTGCATATG 

 

GAGGTAGGAGAGATATTATGGAGACCGTGGCTCCGGCTGGACCTATGTACCAGGCTGGGACGTTGA 

GTGGGAATCCTTTGGCAATGACTGCAGGCATAGAAACTCTGAAGCGTATTAAGGAGCCAGGAACTT 

ATGAATACTTGGACAAAATTACAGGTGAGCTTGTTCAAGGCATTGTTGAAGCTGGTAAGAAGGCAG 

 

GGCATGCAATATGTGGTGGGCATATAAATGGGATGTTTGGGTTTTTCTTCACAGAAGGACCTGTGT 

ACAATTTCACAGATGCAAAAAAGAGTGACACTGCCAAGTTTGCTAAGTTCTTCTGGGGTATGTTAG 

CAGAAGGTGTCTATTTGGCACCTTCACAGTTTGAGGCTGGGTTCACCAGCTTGGCACATACTTCTG 

ATGACATCAAGAAGACCATTGCTGCTGCTGAGAAGGTCTTTAGGGAGATCTGA    

 

ESM_1. Sequence of the GSA gene of M. sativa genotype RSY1, which includes 187 bp upstream of 

the Start codon, the coding region and the two introns that are shaded. The target site, the binding 

sites of the primers used in this work, and the mutations that were introduced in the donor DNA 

are indicated. 

Start codon  

 

Diagnostic ClaI -> NsiI site 

Ms_TIDE 

Ms_NGS_FWD 

Target site PAM  

Ms_NGS_REV 

ATG (M) -> ATT (I) transversion for gabaculine resistance 

BaeI site 

MsGSA-PROM2 

MsGSA-Edit2R 

MsGSA-EDIT1R 
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