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YP 009175071.1 polyprotein Macrosiphum euphorbiae virus 1

QCI31815.1 polyprotein Sitobion miscanthi flavi-like virus 1
009179224.1 polyprotein Gamboa mosquito virus
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009179225.1 polyprotein Shayang fly virus 4
009179223.1 polyprotein Shuangao lacewing virus 2

40-6: 009179220.1 polyprotein Xingshan cricket virus

YP 009254745.1 polyprotein Wuhan centipede virus

009179222.1 polyprotein Xinzhou spider virus 2

AKM16625.2 RNA-dependent RNA polymerase

AKM16625.2 RARP Eriocheir sinensis Cholera-like Virus
——009179217.1 polyprotein Tacheng tick virus 8
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00— vp009028573.1 polyprotein Soybean cyst nematode virus 5
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QFR54187.1 polyprotein Bole tick virus 4
009179221.1 polyprotein Bole tick virus 4

{ QDW81037.1 polyprotein Pestivirus sp.
QBQ65091.1 polyprotein Bole tick virus 4
YP 009388303.1 polyprotein Apis flavivirus
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{ BBE27868.1 hypothetical polyprotein Gentian Kobu-sho-associated virus
0 YP 009259672.1 polyprotein Diaphorina citri flavi-like virus

AMO03218.1 putative polyprotein
AMO03218.1 partial Hermitage virus
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LnoFV1 RdRP Lampyris noctiluca flavivirus 1
AMO03219.1 partial Takaungu virus
AMOO03219.1 partial Takaungu virus
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