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Descripción generada automáticamente]
Figure S1. Mirror plot of the MS1 and MS2 fragmentation patterns for tetrangulol generated with Sirius 6.0.7.
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Descripción generada automáticamente con confianza media]
Figure S2. Confirmation of tetrangomycin presence in Streptomyces sp. KL110A with high similarity scores using Sirius 6.0.7.
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