
An extensive analysis of R2R3-MYB regulatory genes from Fagus crenata
Shuichi Matsuda1, Naoko Wakamatsu2, Hitomi Jouyu2, Hajime Makita2, and Shinji Akada3*
*author for correspondence; e-mail: akada@cc.hirosaki-u.ac.jp

Supplementary Fig. S4
The uncompressed and rooted tree of Fig. 5.
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