[bookmark: _GoBack]Table S1. Sequences used to perform phylogenetic analysis, grouped by class. For each sequence the name used to identify the sequence in this work, the species and the locus name, which is used in Phytozome (http://phytozome.net) to identify sequences, are provided.
	Class
	Sequence name
	Specie
	Locus name

	CMT
	CMT3 Aquil
	Aquilegia_coerulea
	Aquca_058_00108.2

	
	CMT3 Arabi
	Arabidopsis_thaliana
	AT1G69770.1

	
	CMT3 Brach
	Brachypodium distachyon
	Bradi3g39050.1

	
	CMT3 Brssi
	Brassica rapa
	Bra024340

	
	CMT3 Citrus
	Citrus_sinensis
	orange1.1g003974m

	
	CMT3 Cucu
	Cucumis_sativus
	Cucsa.142890.1

	
	CMT3 Euca
	Eucalyptus_grandis
	Eucgr.B02615.1

	
	CMT3 Glyci
	Glycine_max
	Glyma01g01120.1

	
	CMT3 Mimul
	Mimulus_guttatus
	mgv1a001319m

	
	CMT3 Popul
	Populus_trichocarpa
	POPTR_0001s04700.1

	
	CMT3 QsCMT
	Quercus suber
	(in study sequence)

	
	CMT3 Ricin
	Ricinus_communis
	28582.m000332

	
	CMT3 Setar
	Setaria_italica
	Si033890m

	
	CMT3 Sorgh
	Sorghum_bicolor
	Sb06g028430.1

	
	CMT3 Vitis
	Vitis_vinifera
	GSVIVT01025386001

	DMAP1
	DAMP1 Aqui
	Aquilegia_coerulea
	Aquca_004_00399.1

	
	DAMP1 Arab
	Arabidopsis_thaliana
	AT2G47210.1

	
	DAMP1 Brac
	Brachypodium distachyon
	Bradi2g18250.1

	
	DAMP1 Bras
	Brassica rapa
	Bra004471

	
	DAMP1 Cari
	Carica papaya
	evm.model.supercontig_18.100

	
	DAMP1 Citr
	Citrus_sinensis
	range1.1g013054m

	
	DAMP1 Cucu
	Cucumis_sativus
	Cucsa.204850.1

	
	DAMP1 Euca
	Eucalyptus_grandis
	Eucgr.K03560.1

	
	DAMP1 Glic
	Glycine_max
	Glyma19g40630.1

	
	DAMP1 Mimu
	Mimulus_guttatus
	mgv1a006792m

	
	DAMP1 Oryz
	Oryza sativa
	LOC_Os05g46330.1

	
	DAMP1 Popu
	Populus_trichocarpa
	POPTR_0014s11270.1

	
	DAMP1 QsDM
	Quercus suber
	(in study sequence)

	
	DAMP1 Rici
	Ricinus_communis
	30076.m004609

	
	DAMP1 Seta
	Setaria_italica
	Si035742m

	
	DAMP1 Sorg
	Sorghum_bicolor
	Sb04g006940.1

	
	DAMP1 Viti
	Vitis_vinifera
	GSVIVT01028167001

	DRM
	DRM2  Brasi
	Brassica rapa
	Bra008749

	
	DRM2 Arabi
	Arabidopsis_thaliana
	AT5G14620.1

	
	DRM2 Brach
	Brachypodium distachyon
	Bradi4g05680.1

	
	DRM2 Citru
	Citrus_sinensis
	orange1.1g008350m

	
	DRM2 Cuxum
	Cucumis_sativus
	Cucsa.339860.1

	
	DRM2 Eucal
	Eucalyptus_grandis
	Eucgr.J02221.1

	
	DRM2 Glyxi
	Glycine_max
	Glyma05g08740.2

	
	DRM2 Mimul
	Mimulus_guttatus
	mgv1a007284m

	
	DRM2 Popul
	Populus_trichocarpa
	POPTR_0001s35160.1

	
	DRM2 QsDRM
	Quercus suber
	(in study sequence)

	
	DRM2 Ricin
	Ricinus_communis
	29917.m001982

	
	DRM2 Setar
	Setaria_italica
	Si034779m

	
	DRM2 Sorgh
	Sorghum_bicolor
	Sb03g010500.1

	
	DRM2 Vitis
	Vitis_vinifera
	GSVIVT01032445001

	
	DRM2 Zea m
	Zea mays
	RMZM2G092497_T03

	MET1
	MET1 Arabi
	Arabidopsis_thaliana
	AT4G08990.1

	
	MET1 Brach
	Brachypodium distachyon
	Bradi1g55287

	
	MET1 Brasi
	Brassica rapa
	Bra039939

	
	MET1 Citru
	Citrus_sinensis
	orange1.1g000407m

	
	MET1 Cuxum
	Cucumis_sativus
	Cucsa.019290.1

	
	MET1 Eucal
	Eucalyptus_grandis
	Eucgr.I00036.1

	
	MET1 Glyci
	Glycine_max
	Glyma04g36150.1

	
	MET1 Mimuk
	Mimulus_guttatus
	mgv1a000178m

	
	MET1 Popuu
	Populus_trichocarpa
	POPTR_0004s14140.1

	
	MET1 QsMET
	Quercus suber
	(in study sequence)

	
	MET1 Ricin
	Ricinus_communis
	29983.m003308

	
	MET1 Setar
	Setaria_italica
	Si028691m

	
	MET1 Sorgh
	Sorghum_bicolor
	Sb01g005084

	
	MET1 Vitis
	Vitis_vinifera
	GSVIVT01000262001

	MET2
	MET2 Arabi
	Arabidopsis_thaliana
	AT5G25480.1

	
	MET2 Brach
	Brachypodium distachyon
	Bradi2g43310.1

	
	MET2 Brasi 
	Brassica rapa
	Bra009843

	
	MET2 Citru
	Citrus_sinensis
	orange1.1g016377m

	
	MET2 Cucum
	Cucumis_sativus
	Cucsa.162210.2

	
	MET2 Eucal
	Eucalyptus_grandis
	grandis_Eucgr.C01789.1

	
	MET2 Glyci
	Glycine_max
	Glyma15g06040.1

	
	MET2 Mimul
	Mimulus_guttatus
	mgv1a024351m

	
	MET2 Popul
	Populus_trichocarpa
	POPTR_0006s26700.1

	
	MET2 QsMET
	Quercus suber
	(in study sequence)

	
	MET2 Ricin
	Ricinus_communis
	29848.m004665

	
	MET2 Setar
	Setaria_italica
	Si001993m

	
	MET2 Sorgh
	Sorghum_bicolor
	Sb03g027700.1

	
	MET2 Vitis
	Vitis_vinifera
	GSVIVT01035808001



- 2 -
