Genetic characterization of fragmented populations of Cinchona officinalis L. (Rubiaceae), a threatened tree of the northern Andean cloud forests
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Table S1  Heterozygosity excess and M-ratio tests for bottlenecks in C. officinalis
 populations. IAM, TPM and SMM are different mutation models (see text)
	
	  Heterozygosity excess P values
	

	Population
	IAM
	TPM
	SMM
	M-ratio

	El Madrigal
	0.11
	0.95
	0.95
	1.80

	El Cristal
	0.31
	0.95
	0.95
	1.90

	Vilcabamba
	  0.02*
	0.92
	0.98
	1.83

	Yangana
	0.31
	0.69
	0.95
	1.73

	Gonzanamá
	0.31
	0.97
	0.98
	1.89

	Angashcola
	0.11
	0.97
	0.98
	1.92

	*Significant at P = 0.05	




