Legends for Supplementary Figures
Fig. S1 The scheme showing the time course of harvesting and labelling. Solid arrows indicate harvesting time points at 0, 0.5, 2, 6, 24 and 30 h after menadione treatment. The experiment was started by the application of menadione or ethanol (control), given by the closed circle. The open circle demonstrates the start of the recovery phase by exchanging nutrient solution to remove the menadione. The culture condition used for the metabolite profiling and enzyme activity analysis is shown in A. For 13C-redistribution analysis, 50 mM of 13C-glucose was added to the nutrient solution 3 h prior to the harvest (B). Dashed arrows show the time when 13C-glucose was added. Numbers in parentheses indicate the harvesting time points associated to the time of 13C application.  

Fig. S2 Time course of 13C label redistribution to sugars and sugar phosphates during menadione induced oxidative stress and recovery. After 6 h of stress (grey box) the menadione was removed and the 13C-redistribution on each metabolite is analysed.  Menadione treated samples are open symbols and the control samples are the closed symbols. The values are the means of 5 biological replicates + SEM. Significant changes were evaluated by using t-test (p < 0.05) and shown by asterisk. 

Fig. S3 Time course of 13C label redistribution to TCA cycle intermediates during menadione induced oxidative stress and recovery. After 6 h of stress (grey box) the menadione was removed and the 13C-redistribution on each metabolite is analysed. Menadione treated samples are open symbols and the control samples are the closed symbols. The values are the means of 5 biological replicates + SEM. Significant changes were evaluated by using t-test (p < 0.05) and shown by asterisk. 

Fig. S4 Time course of 13C label redistribution to amino acids during menadione induced oxidative stress and recovery. After 6 h of stress (grey box) the menadione was removed and the relative 13C-redistribution on each metabolite is analysed. Menadione treated samples are open symbols and the control samples are the closed symbols. The values are the means of 5 biological replicates + SEM. Significant changes were evaluated by using t-test (p < 0.05) and shown by asterisk. 

Fig. S5 Time course of abundances of sugars and sugar phosphates during the recovery phase. After 6 h of stress (grey box) the menadione was removed and the relative metabolite abundance in the roots is analysed. Menadione treated samples are open symbols and the control samples are the closed symbols. The values are the means of 5 biological replicates + SEM. Significant changes were evaluated by using t-test (p < 0.05) and shown by asterisk. 
Fig. S6 Time course of abundances of TCA cycle intermediates and related organic acids during the recovery phase. After 6 h of stress (grey box) the menadione was removed and the relative metabolite abundance is analysed. Menadione treated samples are open symbols and the control samples are the closed symbols. The values are the means of 5 biological replicates + SEM. Significant changes were evaluated by using t-test (p < 0.05) and shown by asterisk. 

Fig. S7 Time course of abundances of amino acids during the recovery phase. After 6 h of stress (grey box) the menadione was removed and the relative metabolite abundance is analysed. Menadione treated samples are open symbols and the control samples are the closed symbols. The values are the means of 5 biological replicates + SEM. Significant changes were evaluated by using t-test (p < 0.05) and shown by asterisk. 






































































































