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Table S1: Qualitative and quantitative  PCR (qPCR) primers and conditions used in this study
	Target gene
	Primer sequence (5’-3’)

	Amplicon
size (bp)

	Annealing
temperature in standard  PCR
(°C)
	Reference


	16S rRNA 
	CGGTGAATACGTTCYCGG
	1465
	56
	Gillan  et  al. (1998)

	
	GGWTACCTTGTTACGACTT
	
	
	

	aac(6’)-Ib-cr
	TTGCGATGCTCTATGAGTGGCTA
	482
	55
	Park et al. (2006)

	
	CTCGAATGCCTGGCGTGTTT
	
	
	

	qnrA
	ATTTCTCACGCCAGGATTTG 
	516
	53
	Robicsek et al. (2006)

	
	GATCGGCAAAGGTTAGGTCA
	
	
	

	qnrB
	GGMATHGAAATTCGCCACTG 
	264
	54
	Cattoir et al. (2007)

	
	TTTGCYGYYCGCCAGTCGAA 
	
	
	

	qnrD
	CGAGATCAATTTACGGGGAATA
	465
	50
	Li et al. (2012)

	
	AACAAGCTGAAGCGCCTG
	
	
	

	qnrS
	GCAAGTTCATTGAACAGGGT
	428
	54
	

	
	TCTAAACCGTCGAGTTCGGCG
	
	
	

	qepA
	CCAGCTCGGCAACTTGATAC
	570
	60
	

	
	ATGCTCGCCTTCCAGAAAA
	
	
	

	oqxA
	CTCGGCGCGATGATGCT
	392
	57
	

	
	CCACTCTTCACGGGAGACGA
	
	
	

	oqxB
	TCCTGATCTCCATTAACGCCCA
	131
	64
	

	
	ACCGGAACCCATCTCGATGC
	
	
	

	blaCTX-M
	SCSATGTGCAGYACCAGTAA
	544
	55
	Saladin et al. (2002)

	
	CCGCRATATGRTTGGTGGTG
	
	
	

	blaCTX-M-1 
	GGTTAAAAAATCACTGCGTC
	864
	55
	

	
	TTGGTGACGATTTTAGCCGC
	
	
	

	blaCTX-M-2 
	ATGATGACTCAGAGCATTCG
	866
	55
	

	
	TGGGTTACGATTTTCGCCGC
	
	
	

	blaCTX-M-9
	ATGGTGACAAAGAGAGTGCA
	864
	55
	

	
	CCCTTCGGCGATGATTCTC
	
	
	

	blaSHV
	GATGAACGCTTTCCCATGATG
	214
	61
	Kim et al. (2009)

	
	CGCTGTTATCGCTCATGGTAA
	
	
	

	blaTEM
	AGTGCTGCCATAACCATGAGTG
	431
	61
	

	
	CTGACTCCCCGTCGTGTAGATA
	
	
	

	blaOXA
	ATTATCTACAGCAGCGCCAGTG
	296
	61
	

	
	TGCATCCACGTCTTTGGTG
	
	
	

	tet(A)
	[bookmark: _GoBack]GCTACATCCTGCTTGCCTTC
	210
	55
	Ng et al. (2001)

	
	CATAGATCGCCGTGAAGAGG
	
	
	

	tet(B)
	TTGGTTAGGGGCAAGTTTTG
	659
	55
	

	
	GTAATGGGCCAATAACACCG
	
	
	

	tet(C)
	CTTGAGAGCCTTCAACCCAG 
	418
	55
	

	
	ATGGTCGTCATCTACCTGCC
	
	
	

	tet(D)
	AAACCATTACGGCATTCTGC
	787
	55
	

	
	GACCGGATACACCATCCATC 
	
	
	

	tet(E)
	AAACCACATCCTCCATACGC
	278
	55
	

	
	AAATAGGCCACAACCGTCAG
	
	
	

	tet(G)
	GCTCGGTGGTATCTCTGCTC
	468
	55
	

	
	AGCAACAGAATCGGGAACAC
	
	
	

	tet(K)
	TCGATAGGAACAGCAGTA
	169
	55
	

	
	CAGCAGATCCTACTCCTT 
	
	
	

	tet(L)
	TCGTTAGCGTGCTGTCATTC
	267
	55
	

	
	GTATCCCACCAATGTAGCCG 
	
	
	

	tet(M) 
	GTGGACAAAGGTACAACGAG
	406
	55
	

	
	CGGTAAAGTTCGTCACACAC
	
	
	

	tet(O)
	AACTTAGGCATTCTGGCTCAC
	515
	55
	

	
	TCCCACTGTTCCATATCGTCA
	
	
	

	tet(P)
	CTTGGATTGCGGAAGAAGAG
	676
	55
	

	
	ATATGCCCATTTAACCACGC
	
	
	

	tet(S)
	CATAGACAAGCCGTTGACC
	667
	55
	

	
	ATGTTTTTGGAACGCCAGAG
	
	
	

	tet(Q)
	TTATACTTCCTCCGGCATCG
	904
	55
	

	
	ATCGGTTCGAGAATGTCCAC
	
	
	

	tet(X)
	CAATAATTGGTGGTGGACCC
	468
	55
	

	
	TTCTTACCTTGGACATCCCG
	
	
	

	ERIC
	ATGTAAGCTCCTGGGGATTCAC
	50-4200
	52/65
	Versalovic
(1991)

	
	AAGTAAGTGACTGGGGTGAGCG
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Table S2. Mobility of antibiotic resistance genes 

	Recipient
	Donor
	Resistance 
genes
	Frequency of transfer
(per donor cell)

	E. coli J53 (RifR)
	Escherichia coli
	aac(6’)-1b-cr
	6.5x10−5

	
	
	qepA
	1.6x10−6

	
	
	qnrD
	3.2 × 10−5 

	
	
	qnrS
	2.6 × 10−5 

	
	
	blaTEM
	4.7 × 10−5 

	
	
	blaSHV
	2.1 × 10−5 

	
	
	tet(L)
	1.8 × 10−5 

	
	
	tet(B)
	1.6 × 10−5 

	
	
	tet(M)
	0.8 × 10−5 

	
	Acinetobacter sp.
	qnrD
	1.9 × 10−5 

	
	
	tet(L)
	1.6 × 10−5 

	
	
	tet(S)
	1.7 × 10−5 

	
	
	blaOXA
	1.8 × 10−5 

	
	
	blaCTX
	2.2 × 10−5 

	
	Aeromonas sp.
	aac(6’)-1b-cr
	4.8 × 10−5 

	
	
	tet(E)
	1.5 × 10− 6

	
	
	blaTEM
	3.4 × 10−5 

	
	
	blaSHV
	2.2 × 10−5 



