Selective enrichment, identification and isolation of diclofenac, ibuprofen and carbamazepine degrading bacteria from a groundwater biofilm
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Bacterial genera with potential pharmaceutical biodegradation capacity that showed the highest increase in percent relative abundance by the end of the 3rd month of enrichment compared to the percent relative abundance of the genus within the initial biofilm bacterial community.

	Genera
	Increase in percent relative abundance by the end of the 3rd month of enrichment
 (-fold increase)

	
	DIC
	IBU
	CBZ

	Achromobacter
	
	
	135

	Ferrovibrio
	1005
	
	

	Hydrocarboniphaga
	957
	
	

	Methylibium
	
	314
	

	Pimelobacter
	
	997
	2692

	Prosthecobacter
	226
	
	

	Pseudonocardia
	
	
	505

	Sphingopyxis
	628
	
	435

	Zavarzinia
	811
	
	

	Afipia
	184
	
	

	Rhodanobacter
	130
	
	

	Starkeya
	
	1002
	

	Rhodococcus
	
	93
	220

	bacterium SCN 62-11
	
	350
	




