Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3
Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.

| (CCL5)

il 16V

File Genomes View Tracks Regions

Dog (Canis familiaris) genome ... | |9

Tools Help

~ | |9:37,815,305-37,825,852

X

o B « » MO x Q2 | g [+

-~
| |
E
&
B 10 kb
B
o EriT 37 818 kb 37 820 kb 82 kb 37 824 kb
I
B | | | | | | | | v
-0 ~
CL_stol_comected.wig
- B .
[E]
CL_eto2_cormected wig
p-03
CL_sto3_comected.wig
[RE]
CL_etod_comected wig
— -
p-03
CL_etoS_comected.wig
—
[RE]
CL_etoB_comected wig
o
p-03
CL_eto7_comected.wig
N .. L — — e [
p-0F
CL_etoB_comected wig . I
p-om -
CL_eto@ comected.wig
. Ll | ™ o S
p-03
CL_eto10_comected.wig . . I .
p-0x
GL_eto11_comected.wig . h .I
p-03 0 7 7
CL_eto12_corrested.nig d . ..
p-0x
CL_eto13_comected.wig
- M Ba .
v
s S S RS- - - S - - S S B R - S s - S B S - S-S S - Y- | L)
Gene
ccLs coLS
_____________________________________________________________________________________________________________________|]
DEG_excl_CLeto1 bed
ENSCAFGDO00001817 1_ensembl
DEG_inel_CLetol.bed
ENSCAFGD000001817 1_ensembl
W

17 tracks

[Pl s18536

|| 9311 of 4 2841




Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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Figure s3

Figure s3: Expression signature for each gene mentioned in detail in the main text. The IGV 2.8.13. software was used for visualization.
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