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Supplementary Figure S1. Characterization of 6-month-old control and hMlkl-KI mice. 



Supplementary Figure S2. Biological pathways in liver altered by MLKL overexpression. 
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Supplementary Figure S3. GSEA enrichment plots are presented for various cellular senescence gene sets.



hMlkl-KIControl

a
S

M
A

M
a
s
s
o
n
’s

T
ri
c
h
ro

m
e

A

hMlkl-KIControl

B

P
ic

ro
s
ir
iu

s
 R

e
d

Supplementary Figure S4. Representative images of liver tissue from 6-month-old control 

and hMlkl-KI mice stained for αSMA or collagen. 
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Supplementary Figure S5. The Brunt score for fibrosis is increased in the livers of hMlkl-

KI mice compared to control mice. 
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