
Fig. S4
a Scheme for assessing whether AluJb-associated genes are impacted by aging

b Overlap between Alu-induced and aging-induced transcriptomic gene changes

d Overlap between Alu-induced and aging-induced transcriptomic repeat changes

c GSEA using gene sets of Alu-induced 
differentially expressed genes

Obtain differential gene expression results for aging human 
primary fibroblasts (Figure 1)
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e GSEA using a gene set of Alu-induced 
differentially expressed repeats
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Mosaic plots and gene set enrichment analysis using clusterProfiler
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