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Fig. S1 Alignment of the DNA sequences of PCR products from Haplotype A (Glycyrrhiza uralensis) and Haplotype B (G. glabra or G. inflata), along with ITS region sequences of seven Glycyrrhiza species retrieved from NCBI. The alignment of Haplotypes A and B consists of the 3′-end of the 18S ribosomal DNA (rDNA) gene (which contains the ITS5 primer site), the complete ITS1 region, the highly conserved 5.8S rDNA gene sequence, the complete ITS2 region, and the 5′-end of the 28S rDNA gene (which contains the ITS4 primer site). Since some of the NCBI sequences lacked the 18S and/or 28S rDNA regions, only the complete ITS1 region, the 5.8S rDNA gene, and the complete ITS2 region were included for all sequences. Restriction sites for NaeI (GCC ▼ GGC) and SfaNI (GCATC(N)5 ▼) are shown with shadows.
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CTGAGTTTGG
CTGAGTTTGG
CTGAGTTTGG
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TGGGTTAGGA
TGGGTTAGGA
TGGGTTAGGA
TGGGTTAGGA
TGGGTTAGGA
TGGGTTAGGA
TGGGTTAGGA
TGGGTTAGGA
TGGGTTAGGA

CCGTCGGCCC
CCGTCGGCCC
CCGTCGGCCC
CCGTCGGCCC
CCGTCGGCCC
CCGTCGGCCC
CCGTCGGCCC

341

GTAGCGAAAT
GTAGCGAAAT
GTAGCGAAAT
GTAGCGAAAT
GTAGCGAAAT
GTAGCGAAAT
GTAGCGAAAT
GTAGCGAAAT
GTAGCGAAAT

441
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
GCCTGGGTGT
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CGGTTGGCTC
CGGTTGGCTC
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CGGTTGGCTC
CGGTTGGCTC
CGGTTGGCTC
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GCTCTGTAAC
GCTCTGTAAC
GCTCTGTAAC
GCTCTGTAAC
GCTCTGTAAC
GCTCTGTAAC
GCTCTGTAAC
GCTCTGTAAC
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GGGGGCCACG
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GGAGACGGTG
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CAATAGGCGT
CAATAGGCGT
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CAATAGGCGT
CAATAGGCGT
CAATAGGCGT
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61
CCTTGCAAGC
CCTTGCAAGC
CCTTGCAAGC
CCTTGCAAGC
CCTTGCAAGC
CCTTGCAAGC
CCTTGCATGC
CCTTGCAAGC
CCTTGCATGC
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CACTGTGTTC
CACTGTGTTC
CACTGTGTTC
CAGTGTGTTA
CACTGTGTTC
CAGTGTGTTA
CACTGTGTTC
CACTGTGTTC
CACTGTGTTC
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CTCGTGCGGG
CTCGTGCGGG
CTCGTGCGGG
CTCGTGCGGG
CTCGTGCGGG
CTCGTGCGGG
CTCGTGCGGG
CTCATGCGGG
CTCGTGCGGG
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GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
GTGTGAATTG
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TGCCCGATGC
TGCCCGACAA
TGCCCGATGC
TGCCCGATGC
TGCCCGATGC
TGCCCGATGC
TGCCCGATGC
TGCCCGATGC
TGCCCGATGC
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CCATGGTAGG
CCATGGTAGG
CCATGGTAGG
CCATGGTAGG
CCATGGTAGG
CCATGGTAGG
CCATGGTAGG
CCATGGTAGG
CCATGGTAGG

661
CTTTGAACGC
CTTTGAACGC
CTTTGAACGC
CTTTGAACGC
CTTTGAACGC
CTTTGAACGC
CTTTGAACGC
CTTTGAACAC
CTTTGAACGC

71
AGTCCAACCT
AGTCCAACCT
AGTCCAACCT
AGTCCAACCT
AGTCCAACCT
AGTCCAACCT
AGTCCAACGT
AGTCCAACCT
AGTCCAACGT

171
TCTCCTCTTA
TCTCCTCTTA
TCTCCTCTTA
TCTCCTCCTA
TCTCCTCTTG
TCTCCTCTTA
TCTCCTCTTA
TCTCCTCTTA
TCTCCTCTTA

271
TGGCGTTTTG
TGGCGTTTTG
TGGCGTTTTG
TGGTGTTTTG
TGGTGTTTTG
TGGTGTTTTG
TGGTGTTTTG
TGGTGTTTTG
TGGTGTTTTG
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CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG
CAGAATCCCG

471
CAATTGCCTC
CAATTGCCTC
CAATTGCCTC
CAATTGCCTC
CAATTGCCTC
CAATTGCCTC
CAATTGCCTC
CAATTGCCTC
CAATTGCCTC

571
GTTTGGCAT -
GTTTGGCAT -
GTTTGGCAT -
GTGTGGCATA
GTGTGGCAT-
GTGTGGCATA
GTGTGGCAT-
GTGTGGCAT-
GTGTGGCAT-

81
GTGAATCAGT
GTGAATCAGT
GTGAATCAGT
GTGAATCAGT
GTGA-TCAGT
GTGA-TCAGT
GTGAATCAGT
GTGAATCAGT
GTGAATCAGT

181
GCCAAAACAC
GCCAAAACAC
GCCAAAACAC
GCCAAAACAC
GCCAAAACAC
GCCAAAACAC
GCCAAAACAC
GCCAAAACAC
GCCAAAACAC

281
ACACGTGATG

Stall

91 100
TT-GACTACA
TT-GACTACA
TT-GACTACA
TTTGACTACT
TT-GACTACT
TT-GACTACT
TT-GACTACT
TT-GACTACT
TT-GACTACT

191 200
AAACCCCGGC
AAACCCCGGC
AAACCCCGGC
AACCCCCGGC
AAACCCCGGC
AAACCACGGC
AAACCCCGGC
AAACCCCGGC
AAACCCCGGC

5.8S
291 300

CAGAATGACT

ACACGTGAIG
ACACGTGATG
ACACGTGATG
ACACGTGATG
ACACGTGATG
ACACGTGAIG
ACACGTGATG
ACACGTGATG

381

TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG
TGAACCATCG

481
GCGATAGGTA
GCGATAGGTA
GCGATAGGTA
GCGAAAGGTA
GCGATAGGTA
GCGAGAGGTA
GCGATAGGTA
GCGATAGGTA
GCGATAGGTA

581
-GATCGATGG
-GATCGATGG
-GATCGATGG
TGATCGATGG
-GATCGATGG
TGATCGATGG
-GATCGATGG
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CAGAATGACT
CAGAATGACT
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CAGAATGACT
CATAATGACT
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AGTCTTTGAA
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AGTCTTTGAA
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AGTCTTTGAA
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491 500
CTTTGGTTGT
CTTTGGTTGT
CTTTGGTTGT
CTTTGGTTGT
CTTTGGTTGT
CTTTGGTTGT
CTTTGGTTGT
CTTTGGTTGT
CTTTGGTTGT
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- TGGTTGAGT
- TGGTTGAGT
- TGGTTGAGT
GTGGTTGAGT
- TGGTTGAGT
GTGGTTGAGT
- TGGTTGAGT
- TGGTTGAGT
- TGGTTGAGT

691 700
AGGCGGGGCT
AGGCGGGGCT





