[bookmark: _Hlk165811518]The sequences information of TraesCS7D02G010200 gene and the subgenome homoeologues gene sequences in Jing411, ND5181, ZM175, KN199 and mutants. Red characters indicate mutation nucleotide.

>ZM175-TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>rg1-TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGACGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>Jing411-TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>rgA48V-TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGTCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>rgV351M-TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGATGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>rgG365D-TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGACGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>rgR427Q -TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCAGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>rgD372N -TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCAACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>rgM416I -TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATAGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>Nongda5181-TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>rgR368K -TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGACGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA
>KN199-TraesCS7D02G010200
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGAGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTCAAAGCCACGTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCACTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCCTGGACACCGCCCTGGCCATCGTCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCTTGCTCAGCGACGTCGCCAGGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGCAACGTGACCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGACACCATGACCGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGGCACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGCCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACAACGTGCAGGGTAGCCCGCAGGGCCAGACCCCGCAGGACGTCGTGATACCCCGCTCCCCGGACGCGCCCGGCGAGGAAGCCGTGAGCGTCAAGGCGCGGGGGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGGGAGAAGCTGGTGGGCATGCTCCGGGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCGAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGAGGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAA

>ZM175-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>rg1-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>Jing411-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>rgA48V-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
> rgV351M-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>rgG365D-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>rgR427Q-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>rgD372N-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>rgM416I-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>Nongda5181-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>rgR368K-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG
>KN199-TraesCS7A02G010300
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAATGTCGGCAGCACCAAGGGCCTGGTGACGATCAGCACGCCGACGTACAGCAAGGATGCGGCGGCCCTGACGGCCGACGCGGTGACGGCGGTGGTGGAGCTGAACGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGAGGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCATCTCCTTCGCCAGCTCGGCCAACAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGACCGACCTCAAGTCCATCGTCGACGGCCTCGTCGCCAACGGCGGGACCAACATCAAGGCCGGGCTGGACACCGCCCTGGCCGTCATCGCCGGCCGCGCCACCACCAAAGCCCGCACGCCCAACATCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGATGCCAGACAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCCGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTGACGCTGACGCCCAAGGCGGAAGATCCCAGCGCCCCGGACCTGGATACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCAACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTGGCCATCAACCTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGGTTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCCCTCAGGGCCAGACCCCGCAGGACATCGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGGGCCGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCGGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACTCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCGACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTGGCCGCCATCTCGGCTCCTATCGCCTTCTACATCAAGGTGGCCATCCAGGCCCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCGACGAAATAG

>ZM175-TraesCS4A02G484700
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGCGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTGAAGGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCTTGGACACCGCCCTGGCCATCGTCGCCGGCCGGGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTCACGCCCAAGGCGGAAGATCCCACTGCCCCGGACCTGGACACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTCGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGATTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCTTGCAGGGGCAGACCCCGCAGGACGTGGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGCGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCCACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTCGCCGCCATCTCCGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAG
>rg1-TraesCS4A02G484700
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGCGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTGAAGGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCTTGGACACCGCCCTGGCCATCGTCGCCGGCCGGGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTCACGCCCAAGGCGGAAGATCCCACTGCCCCGGACCTGGACACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTCGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGATTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCTTGCAGGGGCAGACCCCGCAGGACGTGGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGCGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCCACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTCGCCGCCATCTCCGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAG
>Jing411-TraesCS4A02G484700
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGCGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTGAAGGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCTTGGACACCGCCCTGGCCATCGTCGCCGGCCGGGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTCACGCCCAAGGCGGAAGATCCCACTGCCCCGGACCTGGACACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTCGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGATTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCTTGCAGGGGCAGACCCCGCAGGACGTGGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGCGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCCACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTCGCCGCCATCTCCGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAG
>rgA48V-TraesCS4A02G484700
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGCGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTGAAGGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCTTGGACACCGCCCTGGCCATCGTCGCCGGCCGGGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTCACGCCCAAGGCGGAAGATCCCACTGCCCCGGACCTGGACACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTCGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGATTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCTTGCAGGGGCAGACCCCGCAGGACGTGGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGCGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCCACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTCGCCGCCATCTCCGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAG
>rgV351M-TraesCS4A02G484700
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGCGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTGAAGGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCTTGGACACCGCCCTGGCCATCGTCGCCGGCCGGGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTCACGCCCAAGGCGGAAGATCCCACTGCCCCGGACCTGGACACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTCGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGATTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCTTGCAGGGGCAGACCCCGCAGGACGTGGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGCGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCCACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTCGCCGCCATCTCCGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAG
>rgG365D-TraesCS4A02G484700
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGCGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTGAAGGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCTTGGACACCGCCCTGGCCATCGTCGCCGGCCGGGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTCACGCCCAAGGCGGAAGATCCCACTGCCCCGGACCTGGACACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTCGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGATTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCTTGCAGGGGCAGACCCCGCAGGACGTGGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGCGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCCACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTCGCCGCCATCTCCGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAG
>rgR427Q-TraesCS4A02G484700
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGCGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTGAAGGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCTTGGACACCGCCCTGGCCATCGTCGCCGGCCGGGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTCACGCCCAAGGCGGAAGATCCCACTGCCCCGGACCTGGACACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTCGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGATTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCTTGCAGGGGCAGACCCCGCAGGACGTGGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGCGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCCACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTCGCCGCCATCTCCGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAG
>rgD372N-TraesCS4A02G484700
ATGGCGTTCAACGACGACGAGAAGCCTCCTGCTTCTAACGCAGGTAACACCAAGGGTCTGGTGACCATCACCGAGCCCAAGTTCAGCAAGGACGCGGCGGCCCTGTCGGCGGACGAGGTGACGGCGGTGGTAGAGCTGAAGGCCACCTCGTCGACGGCCGTCCGGGAAGGGCTGGACCTGGTGGCGGTGCTGGACGTGAGCGGCAGCATGCAGGGCGACAAGCTCCAGAGCATGAAGATGGCGATGCAGTTCGTCATCATGAAGCTCACCCCCGTCGACCGCCTCTCCGTCGTCTCCTTCTCCGGCTCCGCCACCAGGCACTGCCCGCTCCGCTCCGTCACGCAGCAAGCGCAGGCCGACCTCAAGGCCATCGTCGACGGCCTTGTCGCCAACGGCGGGACCAACATCAAGGCCGGCTTGGACACCGCCCTGGCCATCGTCGCCGGCCGGGCCACCACCAAAGCCCGCACGCCCAATGTCTTCCTCATGTCCGACGGCCAGCAGAGCGACGGCGACGCCAGGCAAGTCGATCCCGGGAACGTGGCGGTCTACACGTTCGGCTTCGGCAAGGACGCCGACCACGCCCTGCTCAGCGACGTCGCCAAGAAGTCCCCCGGCGGCACGTTCAACTCGGTGCCGGACGGCGGGAACGTGAGCGCGCCCTTCTCGCAGCTCCTCGGCGGGCTCCTCACCATCGTCGCGCAGGACGTGCAGCTCACGCTCACGCCCAAGGCGGAAGATCCCACTGCCCCGGACCTGGACACCATGACGGTGGCGCCAGGGACCGACTACACGCAGACCACCGACGGCGACACGGGCGTCATCACCATCAAGTTCGGCACCCTCTTCAGCGGCGAGACCCGCAAGGTCGCCATCAACTTCAAGCTCCTGGAGAGCACCTTGACGACGGCGTACGACGGATTGGTGGCGGAGGCCCAGCACAGCTACACCGTGCAGGGCAGCTTGCAGGGGCAGACCCCGCAGGACGTGGTGATACCCCGCTCCCCGGACGCGCCCGCCGACCCGCCCACCAGCGGCAAGGCGCAGGCGGTGCTGGCGGAGATGGCGCGTCGGCAGCACGCCGGCGCGATCGGCGAGGCGAGGCAGATGGCCGACGGGAAGAACCTGGAGGAGGCGCGGTACAAGCTGGCGGACGCGCAGAACGCGCTGGAGGACATCGTGCTGAACGACGGCGAGAAGCTGGTGGGCATGCTCCGCGCGGAGCTGCAGCAGCTGCTGGACCTGATGGAGACGCAGGAGCTGTACGAGGCGGAGGGGCGGCCGTACGCGCTGGCCTCCGAGACGTCGCACGGCCGGCAGCGGTACGCGGCCAGGGGCGGCGACATGGACGCCGTGCGGCTGTTCGCCACCCCGCGCATGGACACGTACCTGGAGCAGGCCAAGAAGTTCGAGGAGGACCCCACGGCGCCGCTGCCGTCCGCCGACGACGACGCCAAGGAGGAGATGGCCGCCAACCCGCTCGCCGCCATCTCCGCGCCCATCGCCTTCTACATCAAGGTGGCCATCCAGGCGCTGCAGGAGATCGAGAAGCTCGTCGCCCCGCCCACCAAATAG
>rgM416I-TraesCS4A02G484700
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