Table 1 Characteristics of the sequence alignments analyzed
	Name of alignment
	No. of sequences
	No. of fungal species
	No. of base pairs
	No. of variable sites
	No. of parsimony informative sites

	45S
	95
	29
	971
	1868
	891

	RPB1
	61
	25
	1712
	706
	608

	45S+RPB1
	95
	29
	3580
	1677
	1499




