Table S4 Number of AMF species analyzed, BI and ML support values, and resolution of phylogenetic trees generated from analyses of single locus and concatenated loci

	Locus
	No. of species 
	No. of species clades supported
with BI ≥0.95/ ML ≥70%** 
	Mean BI and ML values for supported species clades
	Mean supports of nodes with BI ≥0.95/ML ≥70%***
	Resolution****

	 
	 
	BI
	ML
	BI
	ML
	BI
	ML
	BI
	ML

	45S
	26
	25
	25
	1
	99.4
	0.997
	94.0
	0.81
	0.77

	RPB1
	22
	19
	19
	0.997
	99.6
	0.997
	94.6
	0.70
	0.69

	45S+RPB1
	26
	25
	25
	1
	99.8
	0.997
	93.3
	0.77
	0.78



* all measurements regard only the ingroup 
** branches and supports of nodes binding branches with species provided with single sequences were not considered in calculations
*** the sums of BI ≥0.95 and ML ≥70% supports divided by the number of BI ≥0.95 and ML ≥70% supports
**** the number of significantly supported internal branches divided by the size of the ingroup (n-1)

