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Supplementary Figure S3: Sanger sequencing traces of the potential off-target guide binding regions for two DGAT1 knockout guides. The top four potential off-target regions for each guide were sequenced for each guide. These regions were amplified using PCR and the amplicons were Sanger sequenced. The sequences shown in each panel from top to bottom are: Consensus sequence, wild type sequence, the original guide sequence with deviations highlighted and sanger sequence of those regions.
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