	Table S1. All studies demonstrating editing in trees and clonal crops 2017-present

	Genus or species
	Editing Strategy (stable (S), transient (T), virus (V))
	Target and trait 
	Reference

	(GYMNOSPERMS)
	
	
	

	Pinus radiata
	S
	GUX1, cell wall modification
	(Poovaiah et al., 2020)

	(DICOTS)
	
	
	

	Rubber tree (Hevea brasiliensis)
	T (Cas9-RNPs)
	FT, TFL1, flowering traits
	(Fan et al., 2020)

	Poplars (Populus)
	S
	PDS, chlorosis
	(Wang et al., 2020)

	
	S
	PDS, chlorosis
	(Ding et al., 2020)

	
	S
	SAP, flowering/sterility
	(Azeez and Busov, 2021)

	
	S
	PDS, chlorosis
	(An et al., 2020)

	
	S
	BR1,BR2, architecture 
	(Muhr et al., 2018)

	
	S
	LFY, AG, flowering/sterility
	(Elorriaga et al., 2018)

	
	S
	ARR17, sex determination
	(Müller et al., 2020)

	
	S
	UGT71L1, defense biochemistry
	(Fellenberg et al., 2020)

	
	S
	MTP1, metal transport
	(Della Maggiora, 2020)

	
	S
	MYB115, fungal resistance
	(Wang et al., 2017)

	
	S
	MYB156, phenylpropanoid biosyn.
	(Yang et al., 2017)

	
	S
	JMJ25, anthocyanin  biosyn.
	(Fan et al., 2018)

	
	S
	MYB57, anthocyanin  biosyn.
	(Wan et al., 2017)

	
	S
	CCR2, lignin biosyn.
	(De Meester et al., 2020)

	
	S
	LAC14, lignin biosyn.
	(Qin et al., 2020)

	
	S
	LHY, photoperiodism
	(Ramos-Sánchez et al., 2019)

	
	S
	4CL1,  lignin biosyn.
	(Tsai et al., 2020)

	
	S
	XRCC4, homologous recombination
	(Movahedi et al., 2020)

	Apple (Malus domestica) 
	S,T (obtained tansgene-free)
	PDS, chlorosis, TFL1 flowering time
	(Charrier et al., 2019)

	
	S,T (Cas9-RNPs)
	ALS1, herbicide resistance
	(Osakabe et al., 2018)

	
	S, (recomb. excision)
	MdDIPM4, disease resistance
	(Pompili et al., 2020)

	
	S
	MdCNGC2,  disease resistance
	(Zhou et al., 2020a)

	
	S (recomb, excision, Cas9ex)
	MdDIPM1/4, disease resistance
	(Dalla Costa et al., 2020)

	Pear (Pyrus communis)
	S
	PcTFL1
	(Charrier et al., 2019)

	Citrus 
	S
	CsLOB1, disease resistance
	(Peng et al., 2017)

	
	S
	PDS, chlorosis
	(Zhu et al., 2019)

	
	S
	CsWRKY22, disease resistance
	(Omori et al., 2021)

	
	S
	CsLOB1, disease resistance
	(Jia et al., 2019)

	
	S
	PDS, chlorosis
	(Dutt et al., 2020)

	
	S
	CsLOB1, disease resistance
	(Jia and Wang, 2020)

	
	S
	PDS,AGO7 chlorosis, leaf dev.
	(Jia et al., 2017)

	
	S
	CsLOB1, disease resistance
	(Zou et al., 2019)

	
	S
	PDS, chlorosis
	(Huang et al., 2020)

	Parasponia andersonii
	S
	EIN2, HK4, NSP1/2, nodulation
	(van Zeijl et al., 2018)

	Coffee (Coffea canephora)
	S
	PDS, chlorosis
	(Breitler et al., 2018)

	Cocoa (Theobroma cocao)
	S
	TcNPR3, disease resistance
	(Fister et al., 2018)

	Tea (Camellia sinensis)
	S
	CsHB1, caffeine content
	(Ma et al., 2021)

	Kiwifruit (Actinidia deliciosa)
	S
	PDS, chlorosis
	(Wang et al., 2018b)

	
	S
	CEN4,SyGl, sex determination
	(Varkonyi-Gasic et al., 2021)

	
	S
	CEN4, flowering
	(Varkonyi-Gasic et al., 2019)

	
	S
	FrBy, SyGl, sex determination
	(Akagi et al., 2019)

	Hops (Humulus lupulus)
	S
	PDS, chlorosis
	(Awasthi et al., 2021)

	Grape (Vitis vinifera)
	S
	PDS, chlorosis
	(Nakajima et al., 2017)

	
	S
	PDS, chlorosis
	(Ren et al., 2019)

	
	S
	VvWRKY52, disease resistance
	(Wang et al., 2018a)

	
	S
	VvPR4b, disease resistance
	(Li et al., 2020a)

	
	S
	VvMYBA7,TAS4 disease resistance
	(Sunitha and Rock, 2020)

	
	S,T (Cas9-RNPs)
	ALS1, herbicide resistance
	(Osakabe et al., 2018)

	
	S (recomb, excision, Cas9ex)
	VviMLO7, disease resistance
	(Dalla Costa et al., 2020)

	Cassava (Manihot esculenta)
	S
	nCBP, disease resistance
	(Gomez et al., 2019)

	
	S
	PDS, chlorosis
	(Odipio et al., 2017)

	
	S
	MeSWEET10a, GFP tagging
	(Veley et al., 2021)

	
	S
	SSIII, starch content
	(Li et al., 2020b)

	
	T
	MeE3L, disease resistance
	(Chatukuta and Rey, 2020)

	Potato (Solanum tuberosum)
	S
	EPSPS, herbicide resistance
	(Hummel et al., 2018)

	
	T (Cas9-RNPs)
	GBSS1, starch content
	(Andersson et al., 2018)

	
	S
	St16DOX, alkaloid biosyn.
	(Nakayasu et al., 2018)

	
	T
	ALS, herbicide resistance
	(Veillet et al., 2019)

	
	S
	S-RNase, self-incompatibility
	(Enciso-Rodriguez et al., 2019)

	
	S
	GBSS1, starch content
	(Johansen et al., 2019)

	
	T (Cas9-RNPs)
	StPPO2, polyphenol biosyn.
	(González et al., 2020)

	
	S
	GBSS1, starch content
	(Kusano et al., 2018)

	
	S
	GBSS1, StDMR6-1,  starch content
	(Veillet et al., 2020a)

	
	S
	rCML, disease resistance
	(Osmani et al., 2019)

	
	S
	StSSR2, polyphenol biosyn.
	(Yasumoto et al., 2019)

	
	S
	SBE1/2, starch content/branching
	(Tuncel et al., 2019)

	
	S (prime editing)
	StALS1, herbicide resistance
	(Veillet et al., 2020b)

	
	S
	StSS6,  starch content/branching
	(Sevestre et al., 2020)

	
	T, (no transgene free)
	PDS, chlorosis
	(Bánfalvi et al., 2020)

	Sweet potato (Ipomoea batatas)
	S
	GBSS1, starch content
	(Wang et al., 2019)

	Blueberry (Vaccinium)
	S (in planta)
	CEN, flowering 
	(Omori et al., 2021)

	Strawberry (Fragraria)
	S
	RAP, anthocyanin
	(Gao et al., 2020)

	
	S
	TAA1, ARF8, auxin signaling
	(Zhou et al., 2018)

	
	S
	PDS, chlorosis
	(Wilson et al., 2019)

	
	S
	MYB10, CHS, anthocyanins
	(Xing et al., 2018)

	
	S
	FH3, anthocyanin
	(Alvin, 2020)

	
	S
	AP3, flower development
	(Martín-Pizarro et al., 2019)

	
	S
	FvebZIPs1.1, sugar content
	(Xing et al., 2020)

	
	S
	YUC10, auxin biosynthesis
	(Feng et al., 2019)

	
	S
	GID1c, GA signalling
	(Zhou et al., 2020b)

	Eucalyptus
	S
	CCR1, IAA9A, lignin and auxin signaling
	(Dai et al., 2020)

	(MONOCOTS)
	
	

	Banana (Musa acuminata)
	S
	eBSOLV, disease resistance
	(Tripathi et al., 2019)

	
	S
	PDS, chlorosis
	(Naim et al., 2018)

	
	S
	PDS, chlorosis
	(Kaur et al., 2018)

	
	S
	LCYε, beta-carotene
	(Kaur et al., 2020)

	
	S
	GA20ox, semi-dwarfism
	(Shao et al., 2020)

	
	S
	PDS, chlorosis
	(Ntui et al., 2020)

	
	T (Cas9-RNPs)
	PDS, chlorosis
	(Wu et al., 2020)

	
	S
	ACO1, fruit shelf-life
	(Hu et al., 2020)

	Sugarcane (Saccharum)
	S
	ALS1, herbicide resistance
	(Oz et al., 2017)

	
	S
	COMT, lignin biosyn.
	(Kannan et al., 2018)
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