
 

 

Figure S1. Bayesian phylogeny based on 51 concatenated nuclear loci for Triturus carnifex. The 
outgroup is excluded. Posterior probabilities ≥ 0.95 are labelled with an asterisk or written in full. Colors 
of clusters of populations correspond to Fig. 1. Sample IDs and populations numbers (between 
parentheses) correspond to Table S1. 
 

 


