Table S1. Chromatographic parameters of regression equation, correlation factor, linear range, retention time, and RSD of retention time by gas chromatography for fatty acid analysis

	
	Regression equation*
	Correlation factor
	Linear range**
	Retention time
	RSD

	14:0
	Y=5.43×10-5X−0.19
	0.982
	0.17-66.12
	12.334
	0.02

	15:0
	Y=5.21×10-5X−0.09
	0.978
	0.08-31.25
	13.779
	0.02

	16:0
	Y=4.96×10-5X−0.27
	0.974
	0.22-88.89
	15.583
	0.02

	16:1 n-7
	Y=5.06×10-5X−0.09
	0.975
	0.07-29.85
	16.705
	0.02

	17:1 n-7
	Y=4.92×10-5X−0.09
	0.970
	0.07-28.37
	19.124
	0.03

	18:0
	Y=4.32×10-5X+0.18
	0.951
	0.13-53.69
	20.392
	0.03

	18:1 n-9 
	Y=5.14×10-5X−0.19
	0.966
	0.15-59.70
	21.719
	0.03

	18:1 n-7
	Y=5.95×10-5X−0.07
	0.968
	0.06-24.69
	21.974
	0.03

	18:2 n-6 
	Y=4.67×10-5X−0.09
	0.966
	0.07-27.21
	23.934
	0.03

	18:3 n-3
	Y=3.28×10-5X−0.10
	0.960
	0.07-27.40
	26.845
	0.05

	20:0
	Y=5.88×10-5X−0.17
	0.960
	0.12-49.08
	26.845
	0.05

	18:4 n-3
	Y=4.21×10-5X−0.25
	0.911
	0.06-24.69
	28.549
	0.04

	20:1 n-9
	Y=4.68×10-5X−0.07
	0.962
	0.07-27.59
	28.549
	0.04

	20:2 n-6
	Y=4.67×10-5X−0.09
	0.958
	0.06-24.84
	31.317
	0.03

	20:3 n-6
	Y=4.64×10-5X−0.09
	0.959
	0.06-25.00
	33.242
	0.03

	20:4 n-6
	Y=3.52×10-5X−0.09
	0.960
	0.06-25.16
	34.732
	0.04

	22:0
	Y=6.32×10-5X−0.17
	0.960
	0.11-45.20
	34.732
	0.04

	22:1 n-9
	Y=4.52×10-5X−0.08
	0.960
	0.06-22.73
	36.678
	0.04

	20:5 n-3
	Y=4.80×10-5X−0.09
	0.961
	0.06-25.32
	38.266
	0.04

	24:0
	Y=4.10×10-5X−0.15
	0.974
	0.10-41.88
	43.469
	0.04

	24:1 n-9
	Y=4.19×10-5X−0.08
	0.972
	0.05-21.05
	45.623
	0.04

	22:5 n-3
	Y=7.53×10-5X−0.09
	0.961
	0.06-23.26
	47.938
	0.03

	22:6 n-3
	Y=4.99×10-5X−0.09
	0.961
	0.06-23.39
	49.197
	0.03


Regression equation*: X = Gas chromatography peak area; Y = Mass concentration (nmol/mL)
Linear range**: nmol/mL


[bookmark: _Hlk180238909]Table S2. Chromatographic parameters of regression equation, correlation factor, linear range, retention time, and RSD of retention time in HPLC for tocopherol, nucleotide monophosphate, free amino acid, and imidazole dipeptide analysis

	
	Regression equation*
	Correlation factor
	Linear range**
	Retention time
	RSD

	tocopherol
	
	
	
	
	

	α-Toc
	Y=7.43×10-6X+0.25
	0.993
	0.11-34.80
	5.030
	0.37

	nucleotide monophosphate

	GMP
	Y=7.85×10-5X−1.40
	0.996
	0.55-25.22
	15.848
	0.61

	IMP
	Y=2.29×10-5X+1.02
	0.998
	1.34-214.41 
	18.432
	0.56

	AMP
	Y=7.20×10-5X+0.68
	0.999
	0.47-60.39
	25.604
	0.53

	free amino acid

	Asp
	Y=1.06×10-5X−2.00
	0.997
	3.56-475.68
	21.448
	0.16

	Glu
	Y=7.71×10-6X−1.85
	0.998
	1.15-476.69
	28.146
	0.06

	Ser
	Y=7.15×10-6X+0.06
	0.999
	0.52-478.81
	42.366
	0.05

	Gly
	Y=7.59×10-6X+0.76
	0.999
	8.78-475.44 
	47.308
	0.04

	His
	Y=2.35×10-6X−8.73
	0.943
	3.63-477.33 
	59.610
	0.02

	Tau
	Y=5.91×10-6X−0.30
	0.999
	4.59-473.88
	62.397
	0.05

	Thr
	Y=5.97×10-6X−0.06
	0.999
	4.87-470.65
	64.805
	0.05

	Ala
	Y=7.91×10-6X−0.27
	0.999
	6.43-470.66
	70.149
	0.05

	Arg
	Y=4.68×10-6X−0.06
	0.998
	6.04-468.39
	73.529
	0.05

	Pro
	Y=1.20×10-5X−0.23
	0.999
	5.06-493.29
	85.920
	0.04

	Tyr
	Y=7.00×10-6X−0.02
	0.999
	0.93-479.57
	96.504
	0.07

	Val
	Y=4.31×10-6X−0.15
	0.999
	1.21-478.07
	100.177
	0.11

	Met
	Y=5.56×10-6X+0.57
	0.999
	0.92-483.43 
	105.255
	0.13

	Ile
	Y=3.38×10-6X−0.56
	0.999
	3.95-485.81
	115.092
	0.05

	Leu
	Y=3.19×10-6X−0.08
	0.999
	0.97-473.88 
	116.472
	0.05

	Lys
	Y=6.39×10-6X−0.70
	0.999
	0.25-474.14 
	120.371
	0.06

	Phe
	Y=2.65×10-6X−0.01
	0.997
	1.79-482.05
	121.102
	0.06

	imidazole dipeptide

	Carnosine
	Y=6.80×10-5X+0.42
	0.999
	0.92-2212.39
	12.411
	0.06

	Balenine
	Y=7.93×10-5X+0.27
	0.999
	1.18-2083.33 
	14.310
	0.11

	Anserine
	Y=8.42×10-5X+0.72
	0.999
	1.39-2252.33 
	15.389
	0.08


Regression equation*: X = HPLC Peak area; Y = Mass concentration (nmol/mL)
Linear range**: nmol/mL
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