The sequences of cob, COX1, COX2, COX3, NDH1, NDH4 and NDH5 were acquired from NCBI library
Molecular weights were calculated by Expasy (https://web.expasy.org/compute_pi/)

cob (apocytochrome b) https://www.ncbi.nlm.nih.gov/protein/957761176
[bookmark: sequence_ALQ28773.1]MVIIVKFSKYKNMNKISLYRSYSTTILLSPAYSLGFCASIFIVIQIISGYILASNYIASTNESFNIIHNVIMRELDTGWLIRFNHINGCAFLFIVIYMHIYRSLYHNSITKTSVWIVGIIMYILICGIAFTGYSLVYGQMSLWAIVVICSLVTAIPFIGNKLLILIWGGNIVSSVTLQRIFCIHYLLPLLLILFIIIHLYNLHNVNSTGDNYFINNRYDRINFYPLLLIRDVFIGSNILIIYNIFVYYYSDLFGHPDNYVPANPLVTPSEIMPEFYLLPFYALIRAIPHKVLGIIIMVLFLLSLTNLYPIYFIRFYNNINILQRSLLLLLLLDLVIASKLCLLINHYESFYLLLILSILCVLSHHIYNTSFNFSNSISNL
Number of residues: 380
Mw 43900.42


COX1 https://www.ncbi.nlm.nih.gov/protein/957761178
[bookmark: sequence_ALQ28774.1]MINNIMHMINKYTLTTSHKIIGILYGYMGYIAGILGYIISMLIRMELNTQGLAIVRKVKEVTIYNNWITIHGLIMLFVFIMPVGIGFYGNYLIPMLIGTSELSMPRMNGISFWMLIVGVVIFVISNVLMSKPISSGWTLYPPLSTRDADNIGVNIDLSLLVVHVLGISSTIGSVNYITTNKYNRHVGLTFMNINIYNFSIIVTSILLIGSLPILGVAITGLLLDRNINSTIYDVIGDPVLYQHLFWFFGHPEVYVIILPVFGLTSLILTSIIHKDIFGREGMMYCIISIGVVGYFVWAHHMFTVGLDIDSRSYFSIATSIISIPTSVKMFSYINTWASGRGFRGNNSSWSFFSFLICFCFGGFTGLLLSSGSLDIMLHDTYFVVGHFHTVLSLAATFGLLIAHYFFLPIIFSYSIFESFSFYHTFLLLVGALLVFYPMHLAGLSGMARRVPEYADIFIPFMTVGFHGTFLLIFSTLTFIRSYFQFLSHINHSNYL
Number of residues: 495 
Mw 55719.94
COX2 https://www.ncbi.nlm.nih.gov/protein/ALQ28775.1
[bookmark: sequence_ALQ28775.1]MRYGNREIESIILFFDQTIILYTSIINALIVGIIIIIRKWYNRKGICNQYIYHIKIEVIWTILPIIFLIVIVLHSVTVIYNLEINKGTNNKYINVIGNQWYWIYNNIESRISSLGRIILVDQPLFIKANNNTHLIISSLDVIHSFALPTLGIKVDAIPGRINNISINGLTQGLYVGYCSELCGSGHAFMPINLIVY
Number of residues: 196
Mw 22424.50
COX3 https://www.ncbi.nlm.nih.gov/protein/ALQ28776.1
[bookmark: sequence_ALQ28776.1]MILNTNINYGGRNSRLCYLIPLMVHTIFLYLAYLIYYNINLINIYLLLIIIIFINIEWPLVIIYEYIYLTNYNIQNNLLYNIATFIFLEILLFIGFYWLYINNIIHYPNNLPYNNNIAVNLLDHLNHNNNTDICLYIILHNLLLLLYVTLILQLVHRYVQL
Number of residues: 161
Mw 19406.10
NDH1 https://www.ncbi.nlm.nih.gov/protein/957761183
[bookmark: sequence_ALQ28777.1]MLIVLSLSSLLTVLERKGLASSQRRIGPSYNGWFGLVQIVQDGIKLIYKDYNRYNNINNKYIMISCILNFIYSYLLFIFIYIDLILYINISYIIFMIIIILMINHITIIICGIVINNSKWTILSSIRLILLYFMYDIIFLLILLYLSPINNLGINLLYNNNNLNLNNYIESQFYYINLYKYPLLLYIYIFIVLIEAGRIPVDLIESESELISGYSIEYSGFLYALFASAEYSIILFHSILLSLLFFSYYSFNILFIHITILFFIFVIIRSTLPRFKYTNLFNLTYYYILPFILTYLLLL
Number of residues: 299
Mw 35405.39



NDH4 https://www.ncbi.nlm.nih.gov/protein/957761185
[bookmark: sequence_ALQ28778.1]MIYKIIILRYISILIIMIIQLMKMYNKEYRLISIISIISILSIMNWPQSIKEINIYIINLIIGYEINLSYNYIGIYMSLILDILIWISILYERYYIKNNNTYNIIIYYIINNIFFSSNDIITISLIYEFQTIPLLLIINNSYNKINIYNKKGIGISNILLILYSIISGLLLYNSMYNIYLLNHTSNISHNINILNYSYNHILINYILINILISGSMKLSIFPFHIWLGKVHVEAPTIGSILLAGISLKTGFYLHYLFIYLYQYIYINYLIYFIYILFIGIIINNINIFYQIDTKRWIALYSIIHMNLYYIIMLILLISNNNNLYYIIFINILIYGMIGHSLISGGLFLIIGYIYDITNNKNLYLINNNIISSYIYFILLLLLLANSSFPLFVLFIFELLAFTSLSIFNILLSIFLLILSCSNLLSSLYIYYKYFYTHYYSPIITFTSFDFILIILAIPILIIIILMGFNLLLPIHFLI
Number of residues: 478
Mw 56389.94
[bookmark: sequence_ALQ28779.1]NDH5 https://www.ncbi.nlm.nih.gov/protein/957761187
MNNNLQIENYTNKNKIVISPISYIGNNHPYKMYTIINLCISSSLLITNYTIAKTSIFLYLIYIFNNNIYFIIIMLFFVLYPIIFIVLIHPFIIISVNNHLINKANNKGIIINNFIIMLILVLSPIISWYVLYNIIIINIYNNKLIYLLSYNFINYYNYNIDLEIGISIYEMITVILLINVSYMINIYILKYLYKDKNVIRFVCIIMLFTYNMILLIISNDLIMNFIGWEMIGIISLLLISLRKYNTMSIYKFNNNNYNVFFIGLLGLGVILYLIVFYIGLLDLLLSSGSLDIMLHDTYFVVGHFLTVLSLVDLININILYYNSSLAILLLIFINICYWSKSTQLGFQPWLLDAMEGPTPVSALLVFYPMHLAGLYISPFIVFGHPEVYVIAGIILLYNILISYMYYNINNLDIKRIVAYSTCTHISLMIIIRSTLPILFVIINISLLIILVEGSIRGIIGLIIIGMSFIICAWSKSTQLGFYVNYLLSQGYSLGINLFIILINNKIDINRIEATKAGFTGLLLSSGSLDIMLLGCLLYTSHKQFLV
Number of residues: 546
Mw 62806.60
The sequences of atpa and atp8 and predicted ORF were acquired from Mühleip et al., 2019. https://doi.org/10.7554/eLife.51179       
atpa  
MLNSNIYIIIYGGIIMYSIMIIIQMFLYNFSNKIYIEVEINKYILSKNNIDIYWIICNCTIIIIITTLNHIINKIGIYNMIEYNICYWLIGTGLGLYISPFIVFGYKFFVYIMDLNNYSLNIYHNNNKMNDIQQIYNGTNYNDTMIFFIKDINNIFTIYRSINFFMNWLYQMIYYGVRMWLVFVLHSFSLGSFGELITVITDNNLIFNVFYIGLLGLGVILYLIVIFYLGIQIYVYISFSLSFLHSTILLFLVNYIPHYNNKSIFNTFTNKSIY
Number of residues: 274
Mw 32602.56
atp8 
LIPVSLVDLININIIFYILLLYTLLLFFIPLFLASINYTYHYIYKYYNYNYNFINNNTNT
Number of residues: 60
Mw 7325.60
predicted ORF (sequence containing atpa, atp8 and NDH1) see Mühleip et al., 2019: Figure 2—figure supplement 1. Identification of subunits a and 8
MLNSNIYIIIYGGIIMYSIMIIIQMFLYNFSNKIYIEVEINKYILSKNNIDIYWIICNCTIIIIITTLNHIINKIGIYNMIEYNICYWLIGTGLGLYISPFIVFGYKFFVYIMDLNNYSLNIYHNNNKMNDIQQIYNGTNYNDTMIFFIKDINNIFTIYRSINFFMNWLYQMIYYGVRMWLVFVLHSFSLGSFGELITVITDNNLIFNVFYIGLLGLGVILYLIVIFYLGIQIYVYISFSLSFLHSTILLFLVNYIPHYNNKSIFNTFTNKSIYLIPVSLVDLININIIFYILLLYTLLLFFIPLFLASINYTYHYIYKYYNYNYNFINNNTNT 
NNNNKFINISYNFFIILIILNIINISSIYNILQILLINNNNKFINISYNFFIILIILNIINISSIYNILQILLIMLIVLSLSSLLTVLERKGLASSQRRIGPSYNGWFGLVQIVQDGIKLIYKDYNRYNNINNKYIMISCILNFIYSYLLFIFIYIDLILYINISYIIFMIIIILMINHITIIICGIVINNSKWTILSSIRLILLYFMYDIIFLLILLYLSPINNLGINLLYNNNNLNLNNYIESQFYYINLYKYPLLLYIYIFIVLIEAGRIPVDLIESESELISGYSIEYSGFLYALFASAEYSIILFHSILLSLLFFSYYSFNILFIHITILFFIFVIIRSTLPRFKYTNLFNLTYYYILPFILTYLLLL
Number of residues: 670
Mw 79646.74
