Improving Fructooligosacharides Production via sacC Gene Deletion in Zymomonas mobilis: A Novel Approach for Enhanced Prebiotic Production
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Table S1 - Set of primers (Eurofins) used on this study for cloning and sequencing (primer forward and reverse – Fwd and Rev).

	Primer
	Sequence

	UP_Assembly_Fwd
	5’ AATTCTCATGTTTGACAGCTTATCAGTTTATGGCTTTGTTTCTG 3’

	UP_Assembly_Rev
	5’ CAGCGCAATTTTTTGTCGTCAAAAATTAAAGTAATATACACTTTCTTG 3’

	DN_Assembly_Fwd
	5’ TTTTTGACGACAAAAAATTGC 3’

	DN_Assembly_Rev
	5’ GCAAGGCAAGACCGAGCGCTACTAGGAAAATCAGAAAGACCTGAT 3’

	P15Aori_Fwd
	5’ CGCGCAGACCAAAACGATCTC 3’

	traJ_Rev
	5’ GCCCGAGGGCAGAGCCATGA 3’

	UPseq_Fwd
	5’ GTTTATGGCTTTGTTTCTGAAA 3’

	DNseq_Rev
	5’ GAAAATCAGAAAGACCTGATTG 3’


The underlined regions indicate the sequence of homology with the fragment.
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