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	Samples
	Total reads
	Total mapped
	Mutiple mapped
	Uniquely mapped
	Splice reads
	Reads mapped in proper pairs

	Control-1
	35807586 (100.00%)
	33523634 (93.62%)
	1168064 (3.26%)
	32355570 (90.36%)
	14145072 (39.50%)
	29988184 (83.75%)

	Control-2
	38386300 (100.00%)
	36141866 (94.15%)
	1243733 (3.24%)
	34898133 (90.91%)
	15171863 (39.52%)
	32480960 (84.62%)

	Control-3
	44349590 (100.00%)
	41748034 (94.13%)
	1373412 (3.10%)
	40374622 (91.04%)
	17345364 (39.11%)
	37813720 (85.26%)

	NaF-1
	46899690 (100.00%)
	44171050 (94.18%)
	1276225 (2.72%)
	42894825 (91.46%)
	18063737 (38.52%)
	40202984 (85.72%)

	NaF-2
	47200756 (100.00%)
	44596936 (94.48%)
	1368141 (2.90%)
	43228795 (91.58%)
	20550854 (43.54%)
	40113012 (84.98%)

	NaF-3
	35274696 (100.00%)
	33136734 (93.94%)
	988769 (2.80%)
	32147965 (91.14%)
	14049712 (39.83%)
	30424782 (86.25%)



