Supplementary Table 1. Biological pathways over-represented by the miRNAs enriched in the medium dense CF2 fraction in respect to CF3 high dense fraction (n=89 miRNAs) (P<0.01, FDR corrected).
	KEGG pathway
	p-value
	#genes
	#miRNAs

	Fatty acid biosynthesis
	<1e-325
	4
	3

	Prion diseases
	<1e-325
	2
	5

	Signaling pathways regulating pluripotency of stem cells
	<1e-325
	77
	10

	ECM-receptor interaction
	<1e-325
	43
	11

	Mucin type O-Glycan biosynthesis
	<1e-325
	21
	14

	TGF-beta signaling pathway
	1.14E-14
	46
	11

	Glioma
	4.54E-11
	34
	8

	Morphine addiction
	2.92E-10
	42
	9

	Proteoglycans in cancer
	3.19E-10
	105
	15

	Hippo signaling pathway
	9.14E-05
	70
	10

	Lysine degradation
	0.0009
	19
	8

	Amphetamine addiction
	0.0023
	32
	8

	FoxO signaling pathway
	0.0024
	62
	7

	Glycosaminoglycan biosynthesis - heparan sulfate / heparin
	0.0092
	8
	9




