[bookmark: _GoBack]Supplementary Table 2. Biological pathways over-represented by the miRNAs selective present in the medium dense CF2 fraction in respect to CF3 high dense fraction (n=97 miRNAs) (P<0.01, FDR corrected).
	KEGG pathway
	p-value
	#genes
	#miRNAs

	Signaling pathways regulating pluripotency of stem cells
	1.48E-10
	90
	14

	Proteoglycans in cancer
	2.14E-08
	108
	15

	Lysine degradation
	4.12E-08
	13
	8

	TGF-beta signaling pathway
	2.61E-07
	52
	11

	Biosynthesis of unsaturated fatty acids
	1.17E-06
	9
	8

	Fatty acid metabolism
	1.82E-05
	9
	7

	Hippo signaling pathway
	0.0002
	60
	8

	ECM-receptor interaction
	0.0004
	28
	9

	Mucin type O-Glycan biosynthesis
	0.0006
	14
	10

	Fatty acid biosynthesis
	0.0022
	1
	2

	Estrogen signaling pathway
	0.0095
	20
	7



 

