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Figure S1. SETDB1 KD does not affect POGZ-mediated transcriptional repression.
a. Fold change of luciferase activity in GAL4–POGZ cells upon KD of SETDB1. Cells were transfected with control or SETDB1 siRNAs, and luciferase activity was measured after 24-hour doxycycline induction. Each value is the mean of three biological replicates, with error bars representing the standard deviation. n.s. not significant by two-sided t-test, compared with the GAL4 control. b. Immunoblotting of samples used in the luciferase activity reporter assay in (a) to demonstrate SETDB1 KD efficiency. 
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Figure S2. Stem cell pluripotency is maintained following Pogz KO.
a. (Top) Schematic illustration of the targeting strategy of CRISPR-Cas9 mediated gene editing at the Pogz locus to produce Pogz KO ESC line. (Bottom) Sanger sequencing results of Pogz WT and Pogz KO ESC lines displaying the 244 base pair deletion that produced the Pogz KO ESC line. b. Immunoblotting of Pogz WT and KO ESCs to demonstrate Pogz KO efficiency and the unaltered protein expression of NANOG and OCT4. c. RT-qPCR analysis of Pogz and ESC marker genes Nanog and Oct4 expression in Pogz WT and KO ESCs. All mean values and standard deviations were calculated from three biological replicates. Error bars represent standard deviation. * p<0.05, n.s. not significant by two-sided t-test. d. Alkaline phosphatase staining in Pogz WT and KO ESCs.
















Table S1. RING1B IP mass spec results summary.

	NSC - MS4831
	E17 Brain - MS4772
	Neurons - MS4772

	 
	IgG
	RNF2 
	Bait
	 
	IgG
	RNF2
	Bait
	 
	IgG
	RNF2
	Bait

	
	
	
	Normalized
	
	
	
	Normalized
	
	
	
	Normalized

	Prrc2c
	0
	391
	2.41
	Prrc2c
	0
	211
	1.42
	Prrc2c
	0
	192
	3.69

	MGA
	0
	232
	1.43
	RING2
	0
	149
	1
	Matr3
	0
	70
	1.35

	RING2
	1
	162
	1
	Matr3
	0
	145
	0.97
	RING2
	0
	52
	1

	PHC1
	0
	126
	0.78
	Cbx8
	0
	113
	0.76
	Mga
	0
	46
	0.88

	CBX2
	0
	123
	0.76
	Bcor
	0
	106
	0.71
	Cbx8
	0
	35
	0.67

	BCOR
	0
	101
	0.62
	Mga
	0
	92
	0.62
	Bcor
	0
	29
	0.56

	BCORL
	0
	92
	0.57
	Pcgf2
	0
	82
	0.55
	Champ1
	0
	28
	0.54

	PCGF2
	0
	91
	0.56
	Cbx4
	0
	78
	0.52
	Cbx4
	0
	24
	0.46

	PHC2
	0
	76
	0.47
	Phc1
	0
	69
	0.46
	Pcgf2
	0
	22
	0.42

	KDM2B
	0
	66
	0.41
	Phc2
	0
	59
	0.4
	Phc1
	0
	21
	0.4

	L3mbtl2
	0
	54
	0.33
	Bmi1
	0
	42
	0.28
	Phc2
	0
	21
	0.4

	CSK21
	0
	53
	0.33
	Phc3
	0
	37
	0.25
	Cbx3
	0
	20
	0.38

	CBX4
	0
	46
	0.28
	Champ1
	0
	35
	0.23
	Pogz
	0
	20
	0.38

	FBRS
	0
	45
	0.28
	Slx4
	0
	34
	0.23
	Adnp
	0
	20
	0.38

	CBX8
	0
	43
	0.27
	Sugp2
	0
	31
	0.21
	Slx4
	0
	18
	0.35

	ENAH
	0
	42
	0.26
	Kdm2b
	0
	30
	0.2
	Auts2
	0
	16
	0.31

	BMI1
	0
	37
	0.23
	Cbx2
	0
	29
	0.19
	Phc3
	0
	15
	0.29

	DCAF7
	0
	35
	0.22
	Auts2
	0
	27
	0.18
	Sugp2
	0
	14
	0.27

	AUTS2
	0
	34
	0.21
	Gm10031
	0
	27
	0.18
	Slx4ip
	0
	14
	0.27

	CSK22
	0
	33
	0.2
	Slx4ip
	0
	27
	0.18
	Bcorl1
	0
	12
	0.23

	PCGF6
	0
	32
	0.2
	Ruvbl2
	0
	23
	0.15
	Zfp462
	0
	12
	0.23

	RYBP
	0
	29
	0.18
	Ercc4
	0
	23
	0.15
	Bmi1
	0
	11
	0.21

	CHAP1
	0
	28
	0.17
	Dcaf7
	0
	22
	0.15
	Dcaf7
	0
	10
	0.19

	TPR
	0
	28
	0.17
	Pcgf3
	0
	22
	0.15
	Fbrs
	0
	10
	0.19

	PCGF3
	0
	27
	0.17
	Bcorl1
	0
	19
	0.13
	Ddx41
	0
	10
	0.19

	PCGF1
	0
	26
	0.16
	Cbx3
	0
	19
	0.13
	Wdr5
	0
	10
	0.19

	SLX4
	0
	26
	0.16
	Pogz
	0
	19
	0.13
	Pcgf3
	0
	8
	0.15

	YAF2
	0
	25
	0.15
	Rybp
	0
	18
	0.12
	Rims1
	0
	8
	0.15

	CSK2B
	1
	25
	0.15
	Adnp
	0
	18
	0.12
	Wdr47
	0
	8
	0.15

	ADNP
	0
	24
	0.15
	Fbrs
	0
	17
	0.11
	Kdm2b
	0
	7
	0.13

	KI67
	1
	23
	0.14
	Zfp462
	0
	16
	0.11
	Gm10031
	0
	6
	0.12

	XPF
	0
	22
	0.14
	Wdr5
	0
	15
	0.1
	Pcgf6
	0
	6
	0.12

	PARD3
	0
	22
	0.14
	Pcgf6
	0
	15
	0.1
	Pabpc1
	0
	5
	0.1

	RUVB1
	1
	22
	0.14
	Pcgf1
	0
	15
	0.1
	Cbx2
	0
	5
	0.1

	E2F6
	0
	21
	0.13
	Rims1
	0
	15
	0.1
	Csnk2b
	0
	5
	0.1

	CCAR2
	0
	20
	0.12
	Zbtb5
	0
	14
	0.09
	Pcgf1
	0
	5
	0.1

	POGZ
	0
	19
	0.12
	Ruvbl1
	0
	13
	0.09
	Ercc4
	0
	5
	0.1

	SLX4I
	0
	19
	0.12
	Csnk2a2
	0
	11
	0.07
	Fbrsl1
	0
	5
	0.1

	PHC3
	0
	16
	0.1
	Trim28
	0
	11
	0.07
	Gm45234
	0
	5
	0.1

	MTREX
	0
	16
	0.1
	L3mbtl2
	0
	11
	0.07
	Cpsf1
	0
	5
	0.1

	TFDP1
	0
	16
	0.1
	Fbrsl1
	0
	10
	0.07
	Jup
	0
	4
	0.08

	KDM1A
	1
	16
	0.1
	Cbx6
	0
	10
	0.07
	L3mbtl2
	0
	4
	0.08

	UBP3
	0
	15
	0.09
	Ddx5
	0
	8
	0.05
	Rbfox2
	0
	4
	0.08

	CPSF1
	0
	15
	0.09
	Yaf2
	0
	8
	0.05
	Zfp609
	0
	4
	0.08

	LYAR
	1
	15
	0.09
	Pacs1
	0
	8
	0.05
	Ddx5
	0
	3
	0.06

	ZN609
	0
	14
	0.09
	Myef2
	0
	7
	0.05
	Csnk2a2
	0
	3
	0.06

	UBP2L
	0
	14
	0.09
	Elavl2
	0
	7
	0.05
	Rybp
	0
	3
	0.06

	DDX3X
	1
	14
	0.09
	Max
	0
	7
	0.05
	Klhdc10
	0
	3
	0.06

	CHD4
	0
	13
	0.08
	Ercc1
	0
	7
	0.05
	Cbx6
	0
	3
	0.06

	FBRSL1
	0
	13
	0.08
	Csnk2b
	0
	6
	0.04
	Fip1l1
	0
	3
	0.06

	VASP
	0
	13
	0.08
	Auts2
	0
	6
	0.04
	H1f0
	0
	3
	0.06

	Q9Z1D2
	0
	12
	0.07
	Rbfox2
	0
	6
	0.04
	Ercc1
	0
	3
	0.06

	CBX6
	0
	12
	0.07
	Wdr47
	0
	6
	0.04
	Tcf20
	0
	3
	0.06

	OGT1
	0
	12
	0.07
	Sec16a
	0
	6
	0.04
	Lrif1
	0
	3
	0.06

	MAX
	0
	12
	0.07
	Dhx9
	0
	5
	0.03
	Srsf3
	0
	2
	0.04

	HDAC2
	1
	12
	0.07
	Cpsf1
	0
	5
	0.03
	Raly
	0
	2
	0.04

	SKP1
	0
	11
	0.07
	Nacc1
	0
	5
	0.03
	Trim28
	0
	2
	0.04

	QKI
	0
	11
	0.07
	Tcf20
	0
	5
	0.03
	Ruvbl2
	0
	2
	0.04

	Q3U1M7
	0
	11
	0.07
	Apc2
	0
	5
	0.03
	Fyttd1
	0
	2
	0.04

	SMCA4
	1
	11
	0.07
	Chd4
	0
	4
	0.03
	Nono
	0
	2
	0.04

	SON
	1
	11
	0.07
	Ptbp1
	0
	4
	0.03
	Khdrbs1
	0
	2
	0.04

	SMCA5
	0
	10
	0.06
	Pcgf5
	0
	4
	0.03
	Auts2
	0
	2
	0.04

	NACC1
	0
	10
	0.06
	Pard3
	0
	4
	0.03
	Hdac2
	0
	2
	0.04

	WIZ
	0
	10
	0.06
	Hdac2
	0
	3
	0.02
	Yaf2
	0
	2
	0.04

	SCMH1
	0
	10
	0.06
	Tardbp
	0
	3
	0.02
	Zfp280d
	0
	2
	0.04

	TRI27
	0
	10
	0.06
	Fip1l1
	0
	3
	0.02
	Ywhaz
	0
	2
	0.04

	PCGF5
	0
	9
	0.06
	Rpl28
	0
	3
	0.02
	Gm5093
	0
	2
	0.04

	UIF
	1
	9
	0.06
	Pcbp2
	0
	3
	0.02
	Max
	0
	2
	0.04

	MYEF2
	0
	8
	0.05
	Wiz
	0
	3
	0.02
	Auts2
	0
	2
	0.04

	ZN608
	0
	8
	0.05
	E2f6
	0
	3
	0.02
	Slc25a4
	0
	2
	0.04

	A2SW42
	0
	8
	0.05
	Wdr37
	0
	3
	0.02
	Wdr37
	0
	2
	0.04

	AKAP8
	0
	8
	0.05
	Tfdp1
	0
	3
	0.02
	Wdr83
	0
	2
	0.04

	ZN687
	0
	8
	0.05
	Skp1a
	0
	3
	0.02
	Cbx7
	0
	2
	0.04

	WDR47
	0
	7
	0.04
	Ylpm1
	0
	3
	0.02
	Hist1h1a
	1
	6
	0.12

	ZN512
	0
	7
	0.04
	Cbx7
	0
	3
	0.02
	Eloc
	1
	4
	0.08

	Q9Z1A1
	0
	7
	0.04
	Ptbp2
	0
	3
	0.02
	Sfpq
	1
	3
	0.06

	CBX7
	0
	7
	0.04
	Slx4
	0
	3
	0.02
	Hist1h1d
	1
	3
	0.06

	WDR33
	0
	7
	0.04
	Cpsf2
	0
	3
	0.02
	Tubb5
	1
	2
	0.04

	RBM10
	0
	7
	0.04
	Rims1
	0
	3
	0.02
	Npm1
	1
	2
	0.04

	PACS1
	0
	7
	0.04
	Sec13
	0
	3
	0.02
	Actg2
	1
	2
	0.04

	CPSF2
	0
	7
	0.04
	Mark1
	0
	3
	0.02
	Tfg
	1
	2
	0.04

	ZMYM4
	0
	7
	0.04
	Slx1b
	0
	3
	0.02
	 
	 
	 
	 

	BLM
	0
	7
	0.04
	Ddx17
	0
	2
	0.01
	 
	 
	 
	 

	RTCB
	1
	7
	0.04
	Fyttd1
	0
	2
	0.01
	 
	 
	 
	 

	RFOX2
	1
	7
	0.04
	Pcbp1
	0
	2
	0.01
	 
	 
	 
	 

	TCPZ
	1
	7
	0.04
	Rps8
	0
	2
	0.01
	 
	 
	 
	 

	TBL1X
	0
	6
	0.04
	Actg2
	0
	2
	0.01
	 
	 
	 
	 

	A2BIE1
	0
	6
	0.04
	Ywhae
	0
	2
	0.01
	 
	 
	 
	 

	RLA1
	0
	6
	0.04
	Pabpc4
	0
	2
	0.01
	 
	 
	 
	 

	RFC5
	0
	6
	0.04
	Tcp1
	0
	2
	0.01
	 
	 
	 
	 

	EHMT2
	0
	6
	0.04
	 
	 
	 
	 
	 
	 
	 
	 

	Q9CZV0
	0
	6
	0.04
	 
	 
	 
	 
	 
	 
	 
	 

	Q3TY79
	0
	6
	0.04
	 
	 
	 
	 
	 
	 
	 
	 

	RCOR2
	1
	6
	0.04
	 
	 
	 
	 
	 
	 
	 
	 



































Table S2. PRC1.6-POGZ down-regulated target genes. 

	Gene
	baseMean
	log2FoldChange
	lfcSE
	pvalue
	padj

	Adgrl1
	1152.196
	-1.21885
	0.24109
	1.44E-07
	0.00000212

	Adgrv1
	556.218
	-3.89346
	0.299975
	1.21E-39
	2.01E-37

	Asb4
	168.838
	-2.17774
	0.884712
	0.00111
	0.006318

	Asf1b
	2993.733
	-1.27116
	0.183824
	1.48E-12
	4.48E-11

	Atp8a1
	498.5783
	-1.2518
	0.504095
	0.003455
	0.016455

	Bambi
	1862.005
	-1.74113
	0.267486
	1.29E-11
	3.53E-10

	Bcl9
	436.2314
	-1.47175
	0.46886
	0.000364
	0.002417

	Boc
	370.6936
	-1.70692
	1.037182
	0.009792
	0.038663

	Cdca7
	3901.457
	-1.20634
	0.266723
	0.00000205
	0.0000236

	Cyp46a1
	72.14976
	-1.89085
	1.412867
	0.01011
	0.039702

	Dach1
	295.9044
	-2.66517
	0.561158
	1.73E-07
	0.0000025

	Dusp4
	220.0973
	-1.57029
	0.466969
	0.000151
	0.001109

	Dusp6
	1078.312
	-1.64407
	0.301891
	1.04E-08
	1.85E-07

	E2f3
	604.6536
	-1.31709
	0.313113
	0.00000746
	0.0000761

	Efna5
	725.3096
	-1.42269
	0.627466
	0.00466
	0.021013

	Efnb2
	736.1427
	-1.35931
	0.393759
	0.000142
	0.001052

	Fam181b
	305.2215
	-2.64691
	0.618049
	0.00000158
	0.0000186

	Fuz
	232.5152
	-1.64557
	0.369626
	0.00000166
	0.0000194

	Gas1
	684.6893
	-2.36845
	0.320981
	1.86E-14
	6.90E-13

	Gtf2i
	2985.962
	-1.23545
	0.169745
	1.14E-13
	3.89E-12

	Hmgb2
	12422.21
	-1.09629
	0.140901
	2.70E-15
	1.09E-13

	Hnrnph1
	4611.673
	-1.00989
	0.182939
	1.47E-08
	2.52E-07

	Kat6b
	1512.672
	-1.3361
	0.17051
	1.32E-15
	5.47E-14

	Khdrbs2
	98.09887
	-1.85983
	0.734378
	0.00135
	0.007499

	Lca5l
	39.17013
	-2.15613
	1.395715
	0.006453
	0.027523

	Lyrm1
	176.1872
	-1.18844
	0.540974
	0.007881
	0.032344

	Lzts1
	228.4552
	-1.13315
	0.55594
	0.012195
	0.046102

	Marcks
	2516.963
	-1.70387
	0.219473
	1.65E-15
	6.78E-14

	Mbtd1
	1566.718
	-1.0148
	0.295532
	0.000249
	0.00173

	Mex3b
	410.0009
	-1.13518
	0.483955
	0.005872
	0.025456

	Neurog2
	55.86825
	-2.99221
	2.329454
	0.003525
	0.016718

	Nlk
	678.0979
	-1.23751
	0.295997
	0.00000925
	0.0000924

	Nr2f2
	1001.818
	-1.62835
	0.515617
	0.000275
	0.001882

	Olig3
	67.64345
	-5.01249
	1.302187
	0.00000468
	0.0000498

	Pabpn1
	2017.985
	-1.0354
	0.223695
	0.00000157
	0.0000184

	Pbx4
	251.3226
	-1.7447
	0.542116
	0.000203
	0.001441

	Pcbp3
	795.7636
	-1.12116
	0.465376
	0.005251
	0.023184

	Phc2
	418.3596
	-1.10046
	0.395767
	0.002034
	0.010571

	Pim1
	1076.032
	-1.18931
	0.290863
	0.0000148
	0.00014

	Plagl1
	2004.758
	-1.42363
	0.346317
	0.00000971
	0.0000966

	Ppm1k
	207.8264
	-1.36124
	0.420773
	0.000309
	0.002096

	Prrc2b
	1579.164
	-1.021
	0.235824
	0.00000643
	0.0000663

	Qdpr
	3056.455
	-1.01269
	0.261924
	0.0000476
	0.000398

	Qk
	2587.332
	-1.29826
	0.417383
	0.000497
	0.003178

	Qtrt2
	558.5097
	-1.06476
	0.388997
	0.002326
	0.011818

	Rab28
	1200.705
	-1.19344
	0.216099
	1.16E-08
	2.04E-07

	Rfx3
	309.3199
	-1.39845
	0.543492
	0.002143
	0.011035

	Rnf44
	1190.239
	-1.09256
	0.192388
	5.34E-09
	1.01E-07

	Sacs
	214.4806
	-1.99509
	1.098439
	0.005285
	0.023304

	Sfrp1
	2978.986
	-3.7863
	0.222052
	2.38E-66
	1.20E-63

	Stox2
	525.8824
	-1.54889
	0.613513
	0.002028
	0.010547

	Tnfaip8
	523.568
	-1.15458
	0.524018
	0.008196
	0.033457

	Tox
	93.62585
	-1.76908
	1.114738
	0.009537
	0.037836

	Trio
	361.5791
	-1.04568
	0.457176
	0.008097
	0.033091

	Ttyh3
	115.6342
	-1.91581
	0.781935
	0.001562
	0.008506

	Wbp1
	2783.751
	-1.05237
	0.190839
	1.58E-08
	2.68E-07

	Wdr44
	334.5651
	-1.52148
	0.549407
	0.001085
	0.006201

	Zfp367
	375.2026
	-1.48842
	0.541779
	0.001203
	0.006776

	Zfp608
	226.1085
	-2.94301
	0.731979
	0.00000388
	0.000042

	Zfp91
	661.4172
	-1.05
	0.309763
	0.000278
	0.001903





















Table S3. PRC1.6-POGZ up-regulated target genes. 

	Gene
	baseMean
	log2FoldChange
	lfcSE
	pvalue
	padj

	Abhd2
	268.808097
	1.95408902
	0.63521517
	0.00026804
	0.0018438

	Adam10
	1883.18609
	1.71345825
	0.22719201
	9.68E-15
	3.71E-13

	Aldh6a1
	1219.18285
	1.64020123
	0.32186127
	7.06E-08
	1.09E-06

	Anxa5
	5620.27536
	2.30428235
	0.19617771
	1.10E-32
	1.38E-30

	Arntl
	742.679881
	1.85144892
	0.37607455
	1.50E-07
	2.20E-06

	Asah1
	8381.91395
	1.48809523
	0.19152124
	2.47E-15
	1.00E-13

	Atf7ip
	1809.90862
	1.01091949
	0.20854197
	5.66E-07
	7.34E-06

	B4galt1
	854.565053
	2.56020667
	0.25394904
	7.54E-25
	5.84E-23

	Canx
	17067.8345
	1.01192902
	0.10645914
	9.58E-22
	6.41E-20

	Cited2
	247.810373
	1.84385024
	0.41113431
	1.20E-06
	1.45E-05

	Cln8
	1588.71083
	1.15303309
	0.31264138
	8.17E-05
	0.00065128

	Cobll1
	296.403001
	3.29145285
	0.80066876
	2.72E-06
	3.07E-05

	Cpeb4
	110.651657
	2.64371371
	1.22262935
	0.00167577
	0.00901569

	Creb3l2
	1993.84549
	2.21938591
	0.57431127
	1.31E-05
	0.00012617

	Ddc
	1160.43496
	1.47750474
	0.3014482
	2.34E-07
	3.28E-06

	Dnajc1
	523.126059
	1.06847661
	0.44104168
	0.00564573
	0.02461219

	Eef2kmt
	762.365787
	1.06152016
	0.39353126
	0.00267591
	0.01328907

	Eif2ak3
	491.895428
	1.68868957
	0.75378148
	0.00356512
	0.01687054

	Esyt2
	541.013807
	1.06774655
	0.27606795
	4.47E-05
	0.0003764

	Etv5
	5462.24749
	1.44084203
	0.24784541
	1.60E-09
	3.30E-08

	F3
	2684.68016
	3.32790059
	0.50057157
	2.96E-12
	8.69E-11

	Fam210b
	1114.49999
	1.55932499
	0.30881444
	1.02E-07
	1.53E-06

	Fam76a
	749.197582
	1.08182102
	0.32203013
	0.0003138
	0.00212337

	Flrt3
	3377.00184
	1.81456715
	0.40014033
	8.39E-07
	1.05E-05

	Fuca2
	796.870575
	1.08434923
	0.32890456
	0.00038056
	0.00251765

	Gad2
	20.6047582
	2.77947185
	2.05168503
	0.00521383
	0.02303806

	Garnl3
	258.268647
	1.15482926
	0.54980208
	0.01058589
	0.04120421

	Ggct
	348.502922
	1.59249355
	0.67359475
	0.00295262
	0.01437498

	Gm2a
	993.582586
	1.88646427
	0.25884045
	5.12E-14
	1.82E-12

	Hspa5
	30787.2581
	1.222004
	0.15347211
	6.04E-16
	2.58E-14

	Ing2
	448.938637
	1.12761335
	0.47392702
	0.00578552
	0.02512913

	Insig1
	1997.65345
	2.15402895
	0.35621817
	1.95E-10
	4.50E-09

	Kctd9
	482.311372
	1.07610981
	0.42238191
	0.00399641
	0.01853745

	Klf6
	1556.80457
	3.13514039
	0.26839259
	1.25E-32
	1.55E-30

	Klf7
	339.649791
	1.21736023
	0.41791708
	0.00111535
	0.00634633

	Myh9
	1633.38088
	1.69095959
	0.25999554
	1.63E-11
	4.39E-10

	Nabp1
	430.400607
	2.6020291
	0.49196821
	1.23E-08
	2.14E-07

	Nub1
	1771.36964
	1.29046065
	0.27299596
	7.09E-07
	9.00E-06

	Peg10
	461.036509
	1.20677542
	0.45162487
	0.00221371
	0.01132587

	Plekhf2
	2579.32435
	1.01659083
	0.25435376
	2.83E-05
	0.00025063

	Polg
	1824.50295
	1.59738712
	0.34349643
	7.11E-07
	9.01E-06

	Por
	1814.57748
	1.21164877
	0.21948449
	1.20E-08
	2.09E-07

	Prkab2
	480.180114
	2.10764685
	0.3625846
	8.71E-10
	1.86E-08

	Rab1a
	8039.02092
	1.38946455
	0.21251288
	1.78E-11
	4.75E-10

	Ralgapa2
	507.569449
	1.42304381
	0.39505041
	7.86E-05
	0.00062755

	Rbm15
	438.763164
	1.07128745
	0.31125059
	0.00022973
	0.00161033

	Rcan1
	1698.35824
	2.0552304
	0.41972273
	1.26E-07
	1.86E-06

	Rell1
	499.035956
	1.42608996
	0.43641457
	0.00025862
	0.00178643

	Retreg1
	2011.03305
	4.18678919
	0.20173208
	9.42E-97
	9.19E-94

	Rfk
	2860.26418
	1.84248282
	0.19970451
	5.31E-21
	3.40E-19

	Ripk2
	290.228813
	1.61272037
	0.69367775
	0.00317971
	0.0153544

	Rrbp1
	2163.72735
	1.61750779
	0.36537396
	2.01E-06
	2.31E-05

	Sde2
	2827.51282
	1.27648627
	0.14770001
	1.86E-18
	9.88E-17

	Sec23a
	3890.25081
	1.28378192
	0.21154434
	4.65E-10
	1.02E-08

	Sel1l
	2080.01342
	1.21843752
	0.35823276
	0.00021735
	0.00153136

	Shroom3
	1177.59307
	1.17733766
	0.30700935
	4.43E-05
	0.00037382

	Slc19a2
	3188.4801
	1.1394681
	0.31501872
	0.00010895
	0.00083416

	Slc1a4
	324.398344
	2.05274019
	0.54122556
	1.95E-05
	0.00017863

	Specc1
	288.579259
	2.18190649
	0.77348878
	0.0004785
	0.00307607

	Sptlc2
	2593.05313
	1.71401165
	0.43874424
	1.61E-05
	0.00015122

	Stat3
	3415.23247
	1.07132438
	0.2134066
	2.24E-07
	3.15E-06

	Stt3a
	12157.5323
	1.70999198
	0.22700952
	1.05E-14
	3.99E-13

	Tax1bp3
	3687.71503
	1.72950687
	0.1852144
	2.05E-21
	1.34E-19

	Tpcn1
	152.824517
	1.93596049
	0.80418835
	0.00179282
	0.00953414

	Uap1
	1270.19301
	1.47827023
	0.35334816
	6.91E-06
	7.08E-05

	Ubald2
	994.038027
	1.03389408
	0.19254611
	3.55E-08
	5.72E-07

	Umad1
	253.604844
	1.35890559
	0.56518021
	0.00381642
	0.01789769

	Wrnip1
	973.40727
	1.12825715
	0.31615553
	0.00013163
	0.00098508











Table S4. RT-qPCR primer sequences.

	Name 
	Forward Primer
	Reverse Primer 

	mGapdh
	5' - GCGGCACGTCAGATCCA -3’
	5’-CATGGCCTTCCGTGTTCCT-3’

	mNanog
	5' - AGGCTTTGGAGACAGTGAGGTG- 3'
	5' -TGGGTAAGGGTGTTCAAGCACT- 3'

	mOct4
	5' - AGATCACTCACATCGCCAATCA- 3'    
	5' -CGCCGGTTACAGAACCATACTC- 3'

	mPogz
	5′- TTCCTTTTGTTCAGTGGACAGC-3′
	5' -GGTCAATGTAGCTCCCTCCTT- 3'

	mPax6
	5' - CTTGGGAAATCCGAGACAGA- 3'
	5' -CTAGCCAGGTTGCGAAGAAC- 3'

	mNes
	5'-AGTGCCCAGTTCTAGTGGTGTCC- 3'
	5'-CCTCTAAAATAGAGTGGTGAGGGTTG- 3'

	mSox1
	5'-GGCCGAGTGGAAGGTCAT-3' 
	5'-ACTTGTAATCCGGGTGTTCCT-3'

	mKlf6
	5’-CCCACTGTGACAGGTGTTTCT-3’
	5’-AGCCTACAGGATTCGTCCCT-3’

	mMyh9
	5’-GAGCAGACGAAGCGGGTAAA-3’
	5’-CTTCTTGCGCTTGTGCTCTG-3’

	mRab1a
	5’-CCTTCTCCTTAGGTTTGCAGATGA-3’
	5’-ATCTTTCCTGGCCTGCTGTG-3’

	mDnajc1
	5’-AAAGGAGCTTCTGACCGCTG-3’
	5’-CTTTGTTTTTCTGTAGGCACCTTCC-3’

	mAnxa5
	5’-ACTGGATGCTCAGGCATTGTT-3’
	5’-CTGCGTGTCCCAAAGATGGT-3’
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