	Supplementary table 2. Functional enrichment analysis (gene ontology) of the 22 miRNAs upregulated in ASC-derived exosomes 

	Category
	Subcategory
	false discovery rateP-adjusted
	Observed
	miRNAs/precursors

	GO Biological process (miRPathDB)
	regulation of transcription by RNA polymerase II
	0.00378
	6
	hsa-miR-9-3p; hsa-let-7c-5p; hsa-miR-138-5p; hsa-miR-182-5p; hsa-miR-423-5p; hsa-miR-1255b-5p

	GO Molecular function (miRPathDB)
	catalytic activity
	0.004785
	4
	hsa-miR-208a-3p; hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Biological process (miRPathDB)
	cellular protein-containing complex assembly
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Biological process (miRPathDB)
	cytoskeleton organization
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Biological process (miRPathDB)
	establishment of protein localization
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Biological process (miRPathDB)
	establishment of protein localization to organelle
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Biological process (miRPathDB)
	receptor metabolic process
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Biological process (miRPathDB)
	regulation of chromatin organization
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Biological process (miRPathDB)
	regulation of chromosome organization
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Cellular component (miRPathDB)
	cell leading edge
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Cellular component (miRPathDB)
	membrane
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Cellular component (miRPathDB)
	nuclear envelope
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Molecular function (miRPathDB)
	ATP binding
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Molecular function (miRPathDB)
	adenyl nucleotide binding
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Molecular function (miRPathDB)
	drug binding
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Molecular function (miRPathDB)
	nucleotide binding
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Molecular function (miRPathDB)
	purine ribonucleoside triphosphate binding
	0.022727
	3
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p

	GO Biological process (miRPathDB)
	transcription by RNA polymerase II
	0.023361
	7
	hsa-miR-205-5p; hsa-miR-9-3p; hsa-let-7c-5p; hsa-miR-138-5p; hsa-miR-182-5p; hsa-miR-423-5p; hsa-miR-1255b-5p

	GO Biological process (miRPathDB)
	import into nucleus
	0.025974
	2
	hsa-miR-205-5p; hsa-miR-615-3p

	GO Biological process (miRPathDB)
	lysosomal transport
	0.025974
	2
	hsa-miR-205-5p; hsa-miR-615-3p

	GO Biological process (miRPathDB)
	negative regulation of monocyte differentiation
	0.025974
	2
	hsa-miR-129-2-3p; hsa-miR-423-5p

	GO Biological process (miRPathDB)
	protein import
	0.025974
	2
	hsa-miR-205-5p; hsa-miR-615-3p

	GO Biological process (miRPathDB)
	protein import into nucleus
	0.025974
	2
	hsa-miR-205-5p; hsa-miR-615-3p

	GO Biological process (miRPathDB)
	regulation of transcription by RNA polymerase I
	0.025974
	2
	hsa-miR-205-5p; hsa-miR-615-3p

	GO Molecular function (miRPathDB)
	nucleoside-triphosphatase activity
	0.025974
	2
	hsa-miR-208a-3p; hsa-miR-615-3p

	GO Molecular function (miRPathDB)
	pyrophosphatase activity
	0.025974
	2
	hsa-miR-208a-3p; hsa-miR-615-3p

	GO Molecular function (miRPathDB)
	organic cyclic compound binding
	0.030873
	10
	hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p; hsa-let-7c-5p; hsa-miR-548c-3p; hsa-miR-548a-3p; hsa-miR-138-5p; hsa-miR-182-5p; hsa-miR-423-5p; hsa-miR-1255b-5p

	GO Molecular function (miRPathDB)
	protein-containing complex binding
	0.032164
	5
	hsa-miR-208a-3p; hsa-miR-205-5p; hsa-miR-615-3p; hsa-miR-34a-5p; hsa-miR-423-5p

	GO Molecular function (miRPathDB)
	nucleic acid binding
	0.036336
	8
	hsa-miR-615-3p; hsa-miR-34a-5p; hsa-let-7c-5p; hsa-miR-548c-3p; hsa-miR-138-5p; hsa-miR-182-5p; hsa-miR-423-5p; hsa-miR-1255b-5p

	GO Biological process (miRPathDB)
	activation of GTPase activity
	0.04329
	2
	hsa-miR-182-5p; hsa-miR-1255b-5p

	GO Biological process (miRPathDB)
	positive regulation of protein binding
	0.04329
	2
	hsa-miR-182-5p; hsa-miR-1255b-5p




