Supplementary Figure 3: Quantification of the raw grey values of each significant change in spot volume.                                     
A) shows the changes in the abundance of identified spots in gels of the soluble sub-proteome from CPZ-fed mice compared to the corresponding spots in the Ctrl gels. Of 13 spots, 7 were significantly (p<0.05) increased and 6 decreased. B) shows an increase in abundance of all spots found to change significantly (p<0.05) in volume in gels of the membrane sub-proteome compared to the corresponding spots in the Ctrl gels. Asterisks indicate the followings: *p<0.05, **p<0.01, ***p<0.001.
