Supplementary Figure 4: Functional clustering and protein–protein interactions of the identified optic nerve proteoforms in Supplementary Table 1. 
Pie charts show the distribution of identified proteoforms according to (A) Subcellular localizations (characterized using UniProt), (B) Protein classes (categorized using PANTHER), (C) Biological processes (categorized using PANTHER), and (D) Molecular functions (via literature search). (E) Protein–protein interactions association network maps. The strength of interactions is indicated by the thickness of the lines. The colour coding of proteins in the STRING is based on the molecular functions (D).
