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Supplemental Figure S1: Overview of the workflow and different cohorts used in the study. 
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Supplemental Figure S2: Table showing the list of circRNAs differentially abundant in Female HCs compared to male HCs, depicting the top 5 elevated and 7 reduced circRNAs.  


































Supplemental Figure S3: hsa_circ_0140253 and LOC_389906 levels in healthy PBMCs (10 females and 10 males) (A), and healthy HUVEC (B) (5 females and 5 males). (C) expression of LOC_389906 analyzed in public RNAseq dataset from PBMCs of female MS patients compare to male MS patients and in female HCs compared male HCs. 
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Supplemental Figure S4: Identification of the miRNAs and RBP Targets. (A) Schematic representation of circRNAs with putative miRNA binding site (MRE) and RNA-binding protein binding site (RBP-bs). (B,C) Tables showing lists of human circRNAs identified from our studies and target miRNAs and interacting RNA-binding proteins, as determined by analysis performed using miRanda and circInteractome, respectively.
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Supplemental Table 1: RNA-specific primer pairs.


	RT-(q)PCR primers
	Primer Sequences (5’ - 3’)

	hsa_circ_0140253
	FW: GCTTACCTGGAATCACGTGTC

	 
	RV: GGCCATTCCTGACCTTTTGTT

	hsa_circ_0086490
	FW: TGCTTCTTCACCCCTACATCA

	 
	RV: TGGTCTGGGATGGTGTGAAG

	hsa_circ_0029426
	FW: GTGAAACGTCATTTGACTGGT

	 
	RV: TTTCCAGTACCACCATCACCA

	hsa_circ_0005354
	FW: TCTCCCGGACTTCTTATCGTG

	 
	RV: GTCCACACCCACATAGTACCT

	hsa_circ_0002082
	FW: GCTGAGTGATAAAGGCTGAGTG

	 
	RV: TTCGTTCTTCCGCTCAAATCC

	LOC_389906
	FW: CCTGCCATTCAACAAACGCATT

	
	RV: GACTACTGAGGGCATCTGGAA

	MLLT3
	FW: ACGACTGGATGGTGTTCGTAC

	
	RV: GCTTTCGTGCAAGTGGAAGA

	RAN
	FW: GGTTCATCCCCTAGTGTTCCA

	
	RV: CCATCTCTCAGTCCACCGAAT

	FGGY
	FW: TACTATGTGGGTGTGGACGTT

	
	RV: CTGCTCATGGTGGTTGAACTG

	MALAT1
	FW: TGGGGGAGTTTCGTACTGAG

	
	RV: TCTCCAGGACTTGGCAGTCT

	GAPDH
	FW: ATTTGGTCGTATTGGGCGCC

	
	RV: TTGAGGTCAATGAAGGGGTC





















Supplemental Table 2. Main characteristics of the individuals enrolled in the therapy set.  

	
Therapy set 
	UNT
	DMF
	FTY
	IFN
	NAT
	TER

	
	
	
	
	
	
	

	No. tot 
	8
	8
	8
	8
	8
	8

	Female 
	4
	4
	4
	4
	4
	4

	Male 
	4
	4
	4
	4
	4
	4

	Female - Age, yrs, mean ± SD 
	40.25 ± 13.27
	54 ± 3.16 
	45.25 ± 7.27
	47 ± 11.28 
	31.75 ± 6.70
	50 ± 4.24 

	Male - Age, yrs, mean ± SD 
	47.87 ± 15.28
	46.25 ± 8.46
	46.25 ± 11.61
	44 ± 10.51
	37.75 ± 8.18
	56 ± 6.97

	Female - Disease duration, mean ± SD 
	3.41 ± 4.83
	6 ± 1.82
	16.25 ± 3.77
	13.75 ± 8.95 
	10.5 ± 4.04
	14.75 ± 2.98 

	Male - Disease duration, mean ± SD 
	5 ± 2.54
	9 ± 2.94
	12.25 ± 4.92
	11 ± 4.83
	11.25 ± 3.86
	8.25 ± 4.34

	Fermale- EDSS, mean ± SD 
	2.2 ± 0.91
	1.5 ± 0.40
	1.65 ± 0.47
	1.62 ± 0.75
	1.75 ± 0.64
	2.37 ± 0.75

	Male - EDSS, mean ± SD 
	2.5 ± 1.22
	1.62 ± 0.47
	2.5 ± 1.29
	2.37 ± 0.75
	1.87 ± 0.62
	2 ± 0.81


Abbreviations: UNT, untreated; DMF, dimethyl fumarate; FTY, fingolimod; IFN, interferon; NAT, natalizumab; TER, teriflunomide;  SD, standard deviation; EDSS, Expanded Disability Status Scale. 
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		circRNA		Alias		P-value		FC (abs)		Regulation		circRNA_type		chrom		best_transcript		GeneSymbol		MRE1		MRE2		MRE3		MRE4		MRE5		circAD

		hsa_circRNA_000167		hsa_circ_0000518		0.0007390993		2.3194185		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-330-5p		hsa-miR-328-3p		hsa-miR-127-5p		hsa-miR-326		hsa-miR-1296-5p

		hsa_circRNA_001678		hsa_circ_0000517		0.0003710366		2.2268598		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-127-5p		hsa-miR-326		hsa-miR-330-5p		hsa-miR-597-3p		hsa-miR-204-3p		MS

		hsa_circRNA_002172		hsa_circ_0000514		0.00274176		2.1197223		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-615-5p		hsa-miR-663a		hsa-miR-296-5p		hsa-miR-345-3p		hsa-miR-622

		hsa_circRNA_002144		hsa_circ_0000511		0.0039931965		2.0749649		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-615-5p		hsa-miR-663a		hsa-miR-296-5p		hsa-miR-345-3p		hsa-miR-650

		hsa_circRNA_000585		hsa_circ_0000515		0.003594585		1.9684623		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-330-5p		hsa-miR-328-3p		hsa-miR-127-5p		hsa-miR-326		hsa-miR-615-5p

		hsa_circRNA_000166		hsa_circ_0000512		0.0054305111		1.9260252		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-615-5p		hsa-miR-663a		hsa-miR-296-5p		hsa-miR-345-3p		hsa-miR-622

		hsa_circRNA_006853		hsa_circ_0006853		0.0236359597		1.7125531		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-7974		hsa-miR-3680-5p		hsa-miR-6750-3p		hsa-miR-627-5p		hsa-miR-6753-3p

		hsa_circRNA_016199		hsa_circ_0016199		0.0245690001		1.5756123		up		exonic		chr1		NM_015375		DSTYK		hsa-miR-3180-5p		hsa-miR-34b-5p		hsa-miR-7161-3p		hsa-miR-449c-5p		hsa-miR-4733-3p

		hsa_circRNA_100691		hsa_circ_0020117		0.0380684012		1.5725685		up		exonic		chr10		NM_025015		HSPA12A		hsa-miR-149-3p		hsa-miR-578		hsa-miR-30b-3p		hsa-miR-653-3p		hsa-miR-586

		hsa_circRNA_077398		hsa_circ_0077398		0.0486784541		1.5141648		up		exonic		chr6		NM_004440		EPHA7		hsa-miR-8082		hsa-miR-136-5p		hsa-miR-4534		hsa-miR-1248		hsa-miR-6769a-5p

		hsa_circRNA_100029		hsa_circ_0009535		0.0259709447		1.5096553		up		exonic		chr1		NM_153812		PHF13		hsa-miR-1468-5p		hsa-miR-512-3p		hsa-miR-877-3p		hsa-miR-191-3p		hsa-miR-761



		hsa_circRNA_003596		hsa_circ_0003596		0.0067358269		3.4812675		down		exonic		chr9		NM_000093		COL5A1		hsa-miR-6504-5p		hsa-miR-7158-5p		hsa-miR-6842-3p		hsa-miR-3665		hsa-miR-128-2-5p

		hsa_circRNA_404655		hsa_circ_404655		0.0203722325		2.3295592		down		sense overlapping		chr1		TCONS_00001278		XLOC_000566		hsa-miR-3664-3p		hsa-miR-520a-5p		hsa-miR-6825-5p		hsa-miR-4723-5p		hsa-miR-7114-5p

		hsa_circRNA_100632		hsa_circ_0018905		0.0006600052		2.0673034		down		exonic		chr10		NM_144660		SAMD8		hsa-miR-505-5p		hsa-miR-16-1-3p		hsa-miR-636		hsa-miR-141-5p		hsa-miR-626

		hsa_circRNA_051348		hsa_circ_0051348		0.0154828778		2.0611455		down		exonic		chr19		NM_001193621		LOC390940		hsa-miR-3189-3p		hsa-miR-770-5p		hsa-miR-663a		hsa-miR-1910-5p		hsa-miR-140-5p

		hsa_circRNA_102539		hsa_circ_0002356		0.0355669023		2.0384451		down		exonic		chr19		NM_001749		CAPNS1		hsa-miR-224-3p		hsa-miR-370-3p		hsa-miR-452-5p		hsa-miR-506-3p		hsa-miR-522-3p

		hsa_circRNA_406083		hsa_circ_406083		0.0468936992		2.0338676		down		intronic		chr20		ENST00000539805		TASP1		hsa-miR-6739-5p		hsa-miR-3916		hsa-miR-4668-5p		hsa-miR-6878-5p		hsa-miR-4739

		hsa_circRNA_406412		hsa_circ_406412		0.0143962749		2.0203332		down		intronic		chr3		ENST00000296273		RFC4		hsa-miR-8084		hsa-miR-3923		hsa-miR-3163		hsa-miR-3613-3p		hsa-miR-367-5p

		hsa_circRNA_037563		hsa_circ_0037563		0.0098640799		1.9351545		down		exonic		chr16		NM_016333		SRRM2		hsa-miR-4659b-3p		hsa-miR-4659a-3p		hsa-miR-4778-3p		hsa-miR-6830-3p		hsa-miR-18a-3p

		hsa_circRNA_048764		hsa_circ_0048764		0.042364827		1.9190395		down		exonic		chr19		NM_015414		RPL36		hsa-miR-4739		hsa-miR-4677-5p		hsa-miR-24-3p		hsa-miR-6760-5p		hsa-miR-5008-5p

		hsa_circRNA_003445		hsa_circ_0003445		0.0058561522		1.896939		down		exonic		chr2		NM_006037		HDAC4		hsa-miR-6893-3p		hsa-miR-1976		hsa-miR-558		hsa-miR-6882-3p		hsa-miR-6762-3p

		hsa_circRNA_001334		hsa_circ_0001334		0.006984133		1.833304		down		antisense		chr3		NM_004526		MCM2		hsa-miR-4459		hsa-miR-665		hsa-miR-6514-3p		hsa-miR-4739		hsa-miR-6893-5p

		hsa_circRNA_072654		hsa_circ_0072654		0.0257319194		1.8323981		down		exonic		chr5		NM_005869		CWC27		hsa-miR-4778-3p		hsa-miR-6885-3p		hsa-miR-5691		hsa-miR-6805-3p		hsa-miR-6809-3p
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		MS vs CTR

		circRNA		P-value		FC (abs)		Reg.		circRNA_type		chrom		GeneSymbol

		hsa_circ_0000518		0.0007390993		2.3194185		up		sense overlapping		chr14		RPPH1

		hsa_circ_0000517		0.0003710366		2.2268598		up		sense overlapping		chr14		RPPH1

		hsa_circ_0000514		0.00274176		2.1197223		up		sense overlapping		chr14		RPPH1

		hsa_circ_0000511		0.0039931965		2.0749649		up		sense overlapping		chr14		RPPH1

		hsa_circ_0000515		0.003594585		1.9684623		up		sense overlapping		chr14		RPPH1

		hsa_circ_0000512		0.0054305111		1.9260252		up		sense overlapping		chr14		RPPH1

		hsa_circ_0006853		0.0236359597		1.7125531		up		sense overlapping		chr14		RPPH1

		hsa_circ_0003596		0.0067358269		3.4812675		down		exonic		chr9		COL5A1

		hsa_circ_404655		0.0203722325		2.3295592		down		sense overlapping		chr1		XLOC_000566

		hsa_circ_0018905		0.0006600052		2.0673034		down		exonic		chr10		SAMD8

		hsa_circ_0051348		0.0154828778		2.0611455		down		exonic		chr19		LOC390940

		hsa_circ_0002356		0.0355669023		2.0384451		down		exonic		chr19		CAPNS1

		hsa_circ_406083		0.0468936992		2.0338676		down		intronic		chr20		TASP1

		hsa_circ_406412		0.0143962749		2.0203332		down		intronic		chr3		RFC4

		hsa_circ_0037563		0.0098640799		1.9351545		down		exonic		chr16		SRRM2

		hsa_circ_0048764		0.042364827		1.9190395		down		exonic		chr19		RPL36

		hsa_circ_0003445		0.0058561522		1.896939		down		exonic		chr2		HDAC4







		hsa_circRNA_000167		hsa_circ_0000518		0.0007390993		2.3194185		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-330-5p		hsa-miR-328-3p		hsa-miR-127-5p		hsa-miR-326		hsa-miR-1296-5p

		hsa_circRNA_001678		hsa_circ_0000517		0.0003710366		2.2268598		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-127-5p		hsa-miR-326		hsa-miR-330-5p		hsa-miR-597-3p		hsa-miR-204-3p		MS

		hsa_circRNA_002172		hsa_circ_0000514		0.00274176		2.1197223		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-615-5p		hsa-miR-663a		hsa-miR-296-5p		hsa-miR-345-3p		hsa-miR-622

		hsa_circRNA_002144		hsa_circ_0000511		0.0039931965		2.0749649		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-615-5p		hsa-miR-663a		hsa-miR-296-5p		hsa-miR-345-3p		hsa-miR-650

		hsa_circRNA_000585		hsa_circ_0000515		0.003594585		1.9684623		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-330-5p		hsa-miR-328-3p		hsa-miR-127-5p		hsa-miR-326		hsa-miR-615-5p

		hsa_circRNA_000166		hsa_circ_0000512		0.0054305111		1.9260252		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-615-5p		hsa-miR-663a		hsa-miR-296-5p		hsa-miR-345-3p		hsa-miR-622

		hsa_circRNA_006853		hsa_circ_0006853		0.0236359597		1.7125531		up		sense overlapping		chr14		NR_002312		RPPH1		hsa-miR-7974		hsa-miR-3680-5p		hsa-miR-6750-3p		hsa-miR-627-5p		hsa-miR-6753-3p





		hsa_circRNA_003596		hsa_circ_0003596		0.0067358269		3.4812675		down		exonic		chr9		NM_000093		COL5A1

		hsa_circRNA_404655		hsa_circ_404655		0.0203722325		2.3295592		down		sense overlapping		chr1		TCONS_00001278		XLOC_000566

		hsa_circRNA_100632		hsa_circ_0018905		0.0006600052		2.0673034		down		exonic		chr10		NM_144660		SAMD8

		hsa_circRNA_051348		hsa_circ_0051348		0.0154828778		2.0611455		down		exonic		chr19		NM_001193621		LOC390940

		hsa_circRNA_102539		hsa_circ_0002356		0.0355669023		2.0384451		down		exonic		chr19		NM_001749		CAPNS1

		hsa_circRNA_406083		hsa_circ_406083		0.0468936992		2.0338676		down		intronic		chr20		ENST00000539805		TASP1

		hsa_circRNA_406412		hsa_circ_406412		0.0143962749		2.0203332		down		intronic		chr3		ENST00000296273		RFC4

		hsa_circRNA_037563		hsa_circ_0037563		0.0098640799		1.9351545		down		exonic		chr16		NM_016333		SRRM2

		hsa_circRNA_048764		hsa_circ_0048764		0.042364827		1.9190395		down		exonic		chr19		NM_015414		RPL36

		hsa_circRNA_003445		hsa_circ_0003445		0.0058561522		1.896939		down		exonic		chr2		NM_006037		HDAC4
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MS femmine vs Femmine ctr

		femmine 

		circRNA		Alias		P-value		FC (abs)		Regulation		circRNA_type		chrom		best_transcript		GeneSymbol		MRE1		MRE2		MRE3		MRE4		MRE5

		hsa_circRNA_089763		hsa_circ_0089763		0.0323988964		3.33718		up		exonic		chrM		None		None		hsa-miR-6803-3p		hsa-miR-6856-3p		hsa-miR-7111-3p		hsa-miR-454-5p		hsa-miR-670-3p

		hsa_circRNA_089761		hsa_circ_0089761		0.0262715896		3.1536787		up		exonic		chrM		None		None		hsa-miR-3529-3p		hsa-miR-6891-3p		hsa-miR-554		hsa-miR-5196-3p		hsa-miR-384

		hsa_circRNA_100632		hsa_circ_0018905		0.0295222544		2.4137636		down		exonic		chr10		NM_144660		SAMD8		hsa-miR-505-5p		hsa-miR-16-1-3p		hsa-miR-636		hsa-miR-141-5p		hsa-miR-626

		hsa_circRNA_105038		hsa_circ_0091894		0.0273124448		1.9645349		down		exonic		chrX		NM_001110556		FLNA		hsa-miR-134-3p		hsa-miR-149-5p		hsa-miR-504-5p		hsa-miR-339-5p		hsa-miR-329-5p

		hsa_circRNA_404655		hsa_circ_404655		0.0491562358		1.959287		down		sense overlapping		chr1		TCONS_00001278		XLOC_000566		hsa-miR-3664-3p		hsa-miR-520a-5p		hsa-miR-6825-5p		hsa-miR-4723-5p		hsa-miR-7114-5p

		hsa_circRNA_105039		hsa_circ_0091934		0.0465753421		1.9139592		down		exonic		chrX		NM_001110556		FLNA		hsa-miR-128-2-5p		hsa-miR-128-1-5p		hsa-miR-197-3p		hsa-miR-20b-5p		hsa-miR-17-5p

		hsa_circRNA_405927		hsa_circ_405927		0.0382559207		1.8188573		down		exonic		chr2		NM_022780		RMND5A		hsa-miR-29b-1-5p		hsa-miR-3074-3p		hsa-miR-203a-5p		hsa-miR-8055		hsa-miR-622

		hsa_circRNA_003445		hsa_circ_0003445		0.0047301082		1.8081388		down		exonic		chr2		NM_006037		HDAC4		hsa-miR-6893-3p		hsa-miR-1976		hsa-miR-558		hsa-miR-6882-3p		hsa-miR-6762-3p

		hsa_circRNA_007352		hsa_circ_0007352		0.0042939909		1.8036892		down		exonic		chrX		None		None		hsa-miR-2682-3p		hsa-miR-6836-5p		hsa-miR-6132		hsa-miR-6882-3p		hsa-miR-6739-3p

		hsa_circRNA_406083		hsa_circ_406083		0.0128582296		1.7430889		down		intronic		chr20		ENST00000539805		TASP1		hsa-miR-6739-5p		hsa-miR-3916		hsa-miR-4668-5p		hsa-miR-6878-5p		hsa-miR-4739

		hsa_circRNA_102059		hsa_circ_0043428		0.0205226491		1.7369585		down		exonic		chr17		NM_004774		MED1		hsa-miR-143-5p		hsa-miR-544a		hsa-miR-105-5p		hsa-miR-765		hsa-miR-371a-5p

		hsa_circRNA_048764		hsa_circ_0048764		0.0099888462		1.721404		down		exonic		chr19		NM_015414		RPL36		hsa-miR-4739		hsa-miR-4677-5p		hsa-miR-24-3p		hsa-miR-6760-5p		hsa-miR-5008-5p

		hsa_circRNA_102539		hsa_circ_0002356		0.0244542175		1.7006228		down		exonic		chr19		NM_001749		CAPNS1		hsa-miR-224-3p		hsa-miR-370-3p		hsa-miR-452-5p		hsa-miR-506-3p		hsa-miR-522-3p

		hsa_circRNA_063089		hsa_circ_0063089		0.0391535348		1.6604985		down		exonic		chr22		NM_002473		MYH9		hsa-miR-4268		hsa-miR-5193		hsa-miR-766-3p		hsa-miR-6772-3p		hsa-miR-4691-5p















































































circRNA_MREs/hsa-miR-3664-3p_vs_hsa_circRNA_404655.pdfcircRNA_MREs/hsa-miR-626_vs_hsa_circRNA_100632.pdfcircRNA_MREs/hsa-miR-134-3p_vs_hsa_circRNA_105038.pdfcircRNA_MREs/hsa-miR-149-5p_vs_hsa_circRNA_105038.pdfcircRNA_MREs/hsa-miR-504-5p_vs_hsa_circRNA_105038.pdfcircRNA_MREs/hsa-miR-339-5p_vs_hsa_circRNA_105038.pdfcircRNA_MREs/hsa-miR-329-5p_vs_hsa_circRNA_105038.pdfcircRNA_MREs/hsa-miR-6803-3p_vs_hsa_circRNA_089763.pdfcircRNA_MREs/hsa-miR-6856-3p_vs_hsa_circRNA_089763.pdfcircRNA_MREs/hsa-miR-7111-3p_vs_hsa_circRNA_089763.pdfcircRNA_MREs/hsa-miR-454-5p_vs_hsa_circRNA_089763.pdfcircRNA_MREs/hsa-miR-520a-5p_vs_hsa_circRNA_404655.pdfcircRNA_MREs/hsa-miR-670-3p_vs_hsa_circRNA_089763.pdfcircRNA_MREs/hsa-miR-3529-3p_vs_hsa_circRNA_089761.pdfcircRNA_MREs/hsa-miR-6891-3p_vs_hsa_circRNA_089761.pdfcircRNA_MREs/hsa-miR-554_vs_hsa_circRNA_089761.pdfcircRNA_MREs/hsa-miR-5196-3p_vs_hsa_circRNA_089761.pdfcircRNA_MREs/hsa-miR-384_vs_hsa_circRNA_089761.pdfcircRNA_MREs/hsa-miR-128-2-5p_vs_hsa_circRNA_105039.pdfcircRNA_MREs/hsa-miR-128-1-5p_vs_hsa_circRNA_105039.pdfcircRNA_MREs/hsa-miR-197-3p_vs_hsa_circRNA_105039.pdfcircRNA_MREs/hsa-miR-20b-5p_vs_hsa_circRNA_105039.pdfcircRNA_MREs/hsa-miR-6825-5p_vs_hsa_circRNA_404655.pdfcircRNA_MREs/hsa-miR-17-5p_vs_hsa_circRNA_105039.pdfcircRNA_MREs/hsa-miR-29b-1-5p_vs_hsa_circRNA_405927.pdfcircRNA_MREs/hsa-miR-3074-3p_vs_hsa_circRNA_405927.pdfcircRNA_MREs/hsa-miR-203a-5p_vs_hsa_circRNA_405927.pdfcircRNA_MREs/hsa-miR-8055_vs_hsa_circRNA_405927.pdfcircRNA_MREs/hsa-miR-622_vs_hsa_circRNA_405927.pdfcircRNA_MREs/hsa-miR-4691-5p_vs_hsa_circRNA_063089.pdfcircRNA_MREs/hsa-miR-6772-3p_vs_hsa_circRNA_063089.pdfcircRNA_MREs/hsa-miR-766-3p_vs_hsa_circRNA_063089.pdfcircRNA_MREs/hsa-miR-5193_vs_hsa_circRNA_063089.pdfcircRNA_MREs/hsa-miR-4723-5p_vs_hsa_circRNA_404655.pdfcircRNA_MREs/hsa-miR-4268_vs_hsa_circRNA_063089.pdfcircRNA_MREs/hsa-miR-6739-3p_vs_hsa_circRNA_007352.pdfcircRNA_MREs/hsa-miR-6882-3p_vs_hsa_circRNA_007352.pdfcircRNA_MREs/hsa-miR-6132_vs_hsa_circRNA_007352.pdfcircRNA_MREs/hsa-miR-6836-5p_vs_hsa_circRNA_007352.pdfcircRNA_MREs/hsa-miR-2682-3p_vs_hsa_circRNA_007352.pdfcircRNA_MREs/hsa-miR-371a-5p_vs_hsa_circRNA_102059.pdfcircRNA_MREs/hsa-miR-765_vs_hsa_circRNA_102059.pdfcircRNA_MREs/hsa-miR-105-5p_vs_hsa_circRNA_102059.pdfcircRNA_MREs/hsa-miR-544a_vs_hsa_circRNA_102059.pdfcircRNA_MREs/hsa-miR-7114-5p_vs_hsa_circRNA_404655.pdfcircRNA_MREs/hsa-miR-143-5p_vs_hsa_circRNA_102059.pdfcircRNA_MREs/hsa-miR-6762-3p_vs_hsa_circRNA_003445.pdfcircRNA_MREs/hsa-miR-6882-3p_vs_hsa_circRNA_003445.pdfcircRNA_MREs/hsa-miR-558_vs_hsa_circRNA_003445.pdfcircRNA_MREs/hsa-miR-1976_vs_hsa_circRNA_003445.pdfcircRNA_MREs/hsa-miR-6893-3p_vs_hsa_circRNA_003445.pdfcircRNA_MREs/hsa-miR-5008-5p_vs_hsa_circRNA_048764.pdfcircRNA_MREs/hsa-miR-6760-5p_vs_hsa_circRNA_048764.pdfcircRNA_MREs/hsa-miR-24-3p_vs_hsa_circRNA_048764.pdfcircRNA_MREs/hsa-miR-4677-5p_vs_hsa_circRNA_048764.pdfcircRNA_MREs/hsa-miR-505-5p_vs_hsa_circRNA_100632.pdfcircRNA_MREs/hsa-miR-4739_vs_hsa_circRNA_048764.pdfcircRNA_MREs/hsa-miR-4739_vs_hsa_circRNA_406083.pdfcircRNA_MREs/hsa-miR-6878-5p_vs_hsa_circRNA_406083.pdfcircRNA_MREs/hsa-miR-4668-5p_vs_hsa_circRNA_406083.pdfcircRNA_MREs/hsa-miR-3916_vs_hsa_circRNA_406083.pdfcircRNA_MREs/hsa-miR-6739-5p_vs_hsa_circRNA_406083.pdfcircRNA_MREs/hsa-miR-522-3p_vs_hsa_circRNA_102539.pdfcircRNA_MREs/hsa-miR-506-3p_vs_hsa_circRNA_102539.pdfcircRNA_MREs/hsa-miR-452-5p_vs_hsa_circRNA_102539.pdfcircRNA_MREs/hsa-miR-370-3p_vs_hsa_circRNA_102539.pdfcircRNA_MREs/hsa-miR-16-1-3p_vs_hsa_circRNA_100632.pdfcircRNA_MREs/hsa-miR-224-3p_vs_hsa_circRNA_102539.pdfcircRNA_MREs/hsa-miR-636_vs_hsa_circRNA_100632.pdfcircRNA_MREs/hsa-miR-141-5p_vs_hsa_circRNA_100632.pdf

Femmine vs Maschi malati

		circRNA		Alias		P-value		FC (abs)		Regulation		circRNA_type		chrom		best_transcript		GeneSymbol

		hsa_circRNA_407262		hsa_circ_407262		0.0366203931		1.8880964973		up		sense overlapping		chrX		NR_034031		LOC389906

		hsa_circRNA_051241		hsa_circ_0051241		0.0077589617		1.7942082522		up		exonic		chr19		NM_001022		RPS19

		hsa_circRNA_104605		hsa_circ_0084140		0.0062092412		1.6814844269		up		exonic		chr8		NM_001160223		RNF170

		hsa_circRNA_406918		hsa_circ_0133970		0.0300323474		1.5744095606		up		exonic		chr7		NM_006547		IGF2BP3

		hsa_circRNA_405836		hsa_circ_0119611		0.0240276945		1.5403467096		up		exonic		chr2		NM_022552		DNMT3A

		hsa_circRNA_005809		hsa_circ_0005809		0.0294686708		1.5376722093		up		exonic		chr5		NM_001178055		PARP8

		hsa_circRNA_006169		hsa_circ_0006169		0.0390336655		2.8826556364		down 		sense overlapping		chr3		TCONS_l2_00018657		TCONS_l2_00018657

		hsa_circRNA_100789		hsa_circ_0021652		0.0399824453		2.411264016		down 		exonic		chr11		NM_005898		CAPRIN1

		hsa_circRNA_104743		hsa_circ_0086490		0.0416849101		2.2760313813		down 		exonic		chr9		NM_004529		MLLT3

		hsa_circRNA_101213		hsa_circ_0029426		0.039238829		2.2652857547		down 		exonic		chr12		NM_006325		RAN

		hsa_circRNA_100245		hsa_circ_0005354		0.0317414626		2.1450180079		down 		exonic		chr1		NM_001113411		FGGY

		hsa_circRNA_002082		hsa_circ_0002082		0.0489649813		1.761157893		down 		sense overlapping		chr11		NR_002819		MALAT1

		hsa_circRNA_100130		hsa_circ_0011245		0.0330732922		1.5896525104		down 		exonic		chr1		NM_001020658		PUM1







Sheet2

				circRNA		P-value		FC (abs)		Reg.		circRNA_type		chrom		GeneSymbol

				hsa_circ_0140253		0.0366203931		1.8880964973		up		sense overlapping		chrX		LOC389906

				hsa_circ_0051241		0.0077589617		1.7942082522		up		exonic		chr19		RPS19

				hsa_circ_0084140		0.0062092412		1.6814844269		up		exonic		chr8		RNF170

				hsa_circ_0133970		0.0300323474		1.5744095606		up		exonic		chr7		IGF2BP3

				hsa_circ_0119611		0.0240276945		1.5403467096		up		exonic		chr2		DNMT3A

				hsa_circ_0005809		0.0294686708		1.5376722093		up		exonic		chr5		PARP8

				hsa_circ_0006169		0.0390336655		2.8826556364		down 		sense overlapping		chr3		TCONS_l2_00018657

				hsa_circ_0021652		0.0399824453		2.411264016		down 		exonic		chr11		CAPRIN1

				hsa_circ_0086490		0.0416849101		2.2760313813		down 		exonic		chr9		MLLT3

				hsa_circ_0029426		0.039238829		2.2652857547		down 		exonic		chr12		RAN

				hsa_circ_0005354		0.0317414626		2.1450180079		down 		exonic		chr1		FGGY

				hsa_circ_0002082		0.0489649813		1.761157893		down 		sense overlapping		chr11		MALAT1

				hsa_circ_0011245		0.0330732922		1.5896525104		down 		exonic		chr1		PUM1

				circRNA		P-value		FC (abs)		Reg.		circRNA_type		chrom		GeneSymbol								M MS vs M HC

				hsa_circ_0089763		0.0323988964		3.33718		up		exonic		chrM		None

				hsa_circ_0089761		0.0262715896		3.1536787		up		exonic		chrM		None								circRNA		P-value		FC (abs)		Reg.		circRNA_type		chrom		GeneSymbol

				hsa_circ_0018905		0.0295222544		2.4137636		down		exonic		chr10		SAMD8								hsa_circ_0051239		0.0106493476		2.9391092		up		exonic		chr19		ATP5SL

				hsa_circ_0091894		0.0273124448		1.9645349		down		exonic		chrX		FLNA								hsa_circ_0000514		0.0111320199		2.2102792		up		sense overlapping		chr14		RPPH1

				hsa_circ_404655		0.0491562358		1.959287		down		sense overlapping		chr1		XLOC_000566								hsa_circ_0000515		0.040385959		2.0650515		up		sense overlapping		chr14		RPPH1

				hsa_circ_0091934		0.0465753421		1.9139592		down		exonic		chrX		FLNA								hsa_circ_0004183		0.0413337447		2.0408202		up		exonic		chr10		FRMD4A

				hsa_circ_405927		0.0382559207		1.8188573		down		exonic		chr2		RMND5A								hsa_circ_0000512		0.0117719772		1.9852982		up		sense overlapping		chr14		RPPH1

				hsa_circ_0003445		0.0047301082		1.8081388		down		exonic		chr2		HDAC4								hsa_circ_0003258		0.0305972705		1.9098634		up		exonic		chr17		ZNF652

				hsa_circ_0007352		0.0042939909		1.8036892		down		exonic		chrX		None								hsa_circ_405540		0.0257729073		1.6587493		up		intronic		chr17		HS3ST3A1

				hsa_circ_406083		0.0128582296		1.7430889		down		intronic		chr20		TASP1								hsa_circ_0032254		0.0147856135		1.6436823		up		exonic		chr14		GPHN

				hsa_circ_0043428		0.0205226491		1.7369585		down		exonic		chr17		MED1								hsa_circ_0050102		0.0360258597		1.6050986		up		exonic		chr19		PGPEP1

				hsa_circ_0048764		0.0099888462		1.721404		down		exonic		chr19		RPL36								hsa_circ_0086444		0.0359743442		1.5916487		up		exonic		chr9		HAUS6

				hsa_circ_0002356		0.0244542175		1.7006228		down		exonic		chr19		CAPNS1								hsa_circ_406083		0.02685482		2.563465		down		intronic		chr20		TASP1

				hsa_circ_0063089		0.0391535348		1.6604985		down		exonic		chr22		MYH9								hsa_circ_0007521		0.0314891624		2.2871288		down		exonic		chr8		PTK2

																								hsa_circ_405836		0.0223475906		2.1673446		down		exonic		chr2		DNMT3A

																								hsa_circ_405805		0.0232977199		2.0930121		down		exonic		chr19		PRR12

																								hsa_circ_0049965		0.0268273285		1.9729238		down		exonic		chr19		USHBP1

																								hsa_circ_0006517		0.0460348815		1.8972324		down		exonic		chr3		LPP

																								hsa_circ_0088059		0.0426209144		1.8731878		down		exonic		chr9		SUSD1

																								hsa_circ_0055102		0.0366896138		1.820815		down		exonic		chr2		PCBP1-AS1

																								hsa_circ_0020929		0.0015642015		1.7639965		down		exonic		chr11		STIM1

																								hsa_circ_403374		0.0425347761		1.7633317		down		exonic		chr5		SERINC5

																								F vs M HC

																								circRNA		P-value		FC (abs)		Reg.		circRNA_type		chrom		GeneSymbol

																								hsa_circ_402901		0.0177850733		1.9627643477		up		exonic		chr3		EIF4E3

																								hsa_circ_0003673		0.0087294476		1.7877524771		up		exonic		chr4		TBCK

																								hsa_circ_0001440		0.0502452746		1.5374198592		up		exonic		chr4		SCLT1

																								hsa_circ_0024144		0.015420211		1.51412941		up		exonic		chr11		DYNC2H1

																								hsa_circ_403589		0.0072014093		1.5068487924		up		exonic		chr6		CUL7

																								hsa_circ_402819		0.0072854161		1.7053581314		down		exonic		chr3		GLB1

																								hsa_circ_0001623		0.0123190277		1.7031503476		down		antisense		chr6		BACH2

																								hsa_circ_0069059		0.0326788948		1.6587810867		down		exonic		chr4		EVC2

																								hsa_circ_0000701		0.0205044838		1.606280347		down		sense overlapping		chr16		CHD9

																								hsa_circ_405010		0.0360355488		1.6045543055		down		exonic		chr12		COPZ1

																								hsa_circ_0043513		0.0155640555		1.6018755098		down		exonic		chr17		CASC3

																								hsa_circ_0001795		0.0202098418		1.5197975796		down		exonic		chr8		SLC20A2





F vs M HC

		F vs M HC

				circRNA		Alias		P-value		FC (abs)		Regulation		circRNA_type		chrom		best_transcript		GeneSymbol

				hsa_circRNA_402901		hsa_circ_402901		0.0177850733		1.9627643477		up		exonic		chr3		NM_173359		EIF4E3

				hsa_circRNA_003673		hsa_circ_0003673		0.0087294476		1.7877524771		up		exonic		chr4		NM_001163435		TBCK

				hsa_circRNA_001440		hsa_circ_0001440		0.0502452746		1.5374198592		up		exonic		chr4		NM_144643		SCLT1

				hsa_circRNA_024144		hsa_circ_0024144		0.015420211		1.51412941		up		exonic		chr11		NM_001080463		DYNC2H1

				hsa_circRNA_403589		hsa_circ_403589		0.0072014093		1.5068487924		up		exonic		chr6		NM_014780		CUL7

				hsa_circRNA_402819		hsa_circ_402819		0.0072854161		1.7053581314		down		exonic		chr3		uc011axk.1		GLB1

				hsa_circRNA_000441		hsa_circ_0001623		0.0123190277		1.7031503476		down		antisense		chr6		NM_001170794		BACH2

				hsa_circRNA_069059		hsa_circ_0069059		0.0326788948		1.6587810867		down		exonic		chr4		NM_001166136		EVC2

				hsa_circRNA_001484		hsa_circ_0000701		0.0205044838		1.606280347		down		sense overlapping		chr16		NM_025134		CHD9

				hsa_circRNA_405010		hsa_circ_405010		0.0360355488		1.6045543055		down		exonic		chr12		NM_016057		COPZ1

				hsa_circRNA_102066		hsa_circ_0043513		0.0155640555		1.6018755098		down		exonic		chr17		NM_007359		CASC3

				hsa_circRNA_001795		hsa_circ_0001795		0.0202098418		1.5197975796		down		exonic		chr8		NM_006749		SLC20A2

						circRNA		P-value		FC (abs)		Regulation		circRNA_type		chrom		best_transcript		GeneSymbol

						hsa_circ_402901		0.0177850733		1.9627643477		up		exonic		chr3		NM_173359		EIF4E3

						hsa_circ_0003673		0.0087294476		1.7877524771		up		exonic		chr4		NM_001163435		TBCK

						hsa_circ_0001440		0.0502452746		1.5374198592		up		exonic		chr4		NM_144643		SCLT1

						hsa_circ_0024144		0.015420211		1.51412941		up		exonic		chr11		NM_001080463		DYNC2H1

						hsa_circ_403589		0.0072014093		1.5068487924		up		exonic		chr6		NM_014780		CUL7

						hsa_circ_402819		0.0072854161		1.7053581314		down		exonic		chr3		uc011axk.1		GLB1

						hsa_circ_0001623		0.0123190277		1.7031503476		down		antisense		chr6		NM_001170794		BACH2

						hsa_circ_0069059		0.0326788948		1.6587810867		down		exonic		chr4		NM_001166136		EVC2

						hsa_circ_0000701		0.0205044838		1.606280347		down		sense overlapping		chr16		NM_025134		CHD9

						hsa_circ_405010		0.0360355488		1.6045543055		down		exonic		chr12		NM_016057		COPZ1

						hsa_circ_0043513		0.0155640555		1.6018755098		down		exonic		chr17		NM_007359		CASC3

						hsa_circ_0001795		0.0202098418		1.5197975796		down		exonic		chr8		NM_006749		SLC20A2





MS maschi vs HC maschi

		circRNA		Alias		P-value		FC (abs)		Regulation		circRNA_type		chrom		GeneSymbol

		hsa_circRNA_051239		hsa_circ_0051239		0.0106493476		2.9391092		up		exonic		chr19		ATP5SL

		hsa_circRNA_002172		hsa_circ_0000514		0.0111320199		2.2102792		up		sense overlapping		chr14		RPPH1

		hsa_circRNA_000585		hsa_circ_0000515		0.040385959		2.0650515		up		sense overlapping		chr14		RPPH1

		hsa_circRNA_004183		hsa_circ_0004183		0.0413337447		2.0408202		up		exonic		chr10		FRMD4A

		hsa_circRNA_000166		hsa_circ_0000512		0.0117719772		1.9852982		up		sense overlapping		chr14		RPPH1

		hsa_circRNA_102116		hsa_circ_0003258		0.0305972705		1.9098634		up		exonic		chr17		ZNF652

		hsa_circRNA_405540				0.0257729073		1.6587493		up		intronic		chr17		HS3ST3A1

		hsa_circRNA_101370		hsa_circ_0032254		0.0147856135		1.6436823		up		exonic		chr14		GPHN

		hsa_circRNA_102485		hsa_circ_0050102		0.0360258597		1.6050986		up		exonic		chr19		PGPEP1

		hsa_circRNA_104740		hsa_circ_0086444		0.0359743442		1.5916487		up		exonic		chr9		HAUS6

		hsa_circRNA_405975				0.0115318054		1.5915228		up		intronic		chr2		PKP4

		hsa_circRNA_100656		hsa_circ_0004896		0.042626914		1.5087466		up		exonic		chr10		EXOSC1

		hsa_circRNA_101181		hsa_circ_0003472		0.0199275785		1.5048915		up		exonic		chr12		SPPL3

		hsa_circRNA_400620				0.0013265085		1.504225		up		exonic		chr10		SORBS1

		hsa_circRNA_406083				0.02685482		2.563465		down		intronic		chr20		TASP1

		hsa_circRNA_104705		hsa_circ_0007521		0.0314891624		2.2871288		down		exonic		chr8		PTK2

		hsa_circRNA_405836				0.0223475906		2.1673446		down		exonic		chr2		DNMT3A

		hsa_circRNA_405805				0.0232977199		2.0930121		down		exonic		chr19		PRR12

		hsa_circRNA_102480		hsa_circ_0049965		0.0268273285		1.9729238		down		exonic		chr19		USHBP1

		hsa_circRNA_103546		hsa_circ_0006517		0.0460348815		1.8972324		down		exonic		chr3		LPP

		hsa_circRNA_104875		hsa_circ_0088059		0.0426209144		1.8731878		down		exonic		chr9		SUSD1

		hsa_circRNA_055102		hsa_circ_0055102		0.0366896138		1.820815		down		exonic		chr2		PCBP1-AS1

		hsa_circRNA_100750		hsa_circ_0020929		0.0015642015		1.7639965		down		exonic		chr11		STIM1

		hsa_circRNA_403374				0.0425347761		1.7633317		down		exonic		chr5		SERINC5

		hsa_circRNA_101924		hsa_circ_0041150		0.0486306529		1.7587001		down		exonic		chr17		RPH3AL

		hsa_circRNA_000571		hsa_circ_0000040		0.0213197149		1.7397404		down		intronic		chr1		EPB41

		hsa_circRNA_100751		hsa_circ_0020934		0.0291033256		1.6981505		down		exonic		chr11		STIM1

		hsa_circRNA_103268		hsa_circ_0063982		0.0050519607		1.6696889		down		exonic		chr22		SBF1

		hsa_circRNA_006349		hsa_circ_0006349		0.0168113586		1.668224		down		exonic		chr1		TMEM39B

		hsa_circRNA_001197		hsa_circ_0001197		0.0212257569		1.6681238		down		exonic		chr21		WDR4

		hsa_circRNA_407172				0.0348115809		1.6647671		down		sense overlapping		chr9		RP11-182N22.7

		hsa_circRNA_401057				0.0293161855		1.6371038		down		exonic		chr12		NAA25

		hsa_circRNA_021866		hsa_circ_0021866		0.0392821895		1.6079812		down		exonic		chr11		AMBRA1

		hsa_circRNA_050648		hsa_circ_0050648		0.0368339578		1.5888794		down		exonic		chr19		HSPB6

		hsa_circRNA_400087		hsa_circ_0092298		0.0150846081		1.5772305		down		intronic		chr5		ZNF354B

		hsa_circRNA_101473		hsa_circ_0034447		0.0134189377		1.5457817		down		exonic		chr15		THBS1

		hsa_circRNA_401555				0.0374239756		1.5258148		down		exonic		chr16		GDE1

		hsa_circRNA_000317		hsa_circ_0000317		0.0024295076		1.5195206		down		intronic		chr11		AHNAK

		hsa_circRNA_103065		hsa_circ_0060461		0.0127421019		1.5178501		down		exonic		chr20		MYBL2

		hsa_circRNA_066113		hsa_circ_0066113		0.0280827166		1.5157544		down		exonic		chr3		NEK4

		hsa_circRNA_103965		hsa_circ_0004503		0.0443937124		1.5128585		down		exonic		chr5		UBE2D2

		hsa_circRNA_087538		hsa_circ_0087538		0.0441436766		1.5123512		down		exonic		chr9		FAM120A

		hsa_circRNA_102753		hsa_circ_0001025		0.0132476389		1.511329		down		exonic		chr2		GFPT1





Sheet4

		circRNA		P-value		FDR		FC (abs)		Regulation		Alias		source		chrom		strand		circRNA_type		best_transcript		GeneSymbol		Sequence		circRNA_length		MRE1		MRE2		MRE3		MRE4		MRE5

		hsa_circRNA_051239		0.0106493476		0.854915497		2.9391092		up		hsa_circ_0051239		circBase		chr19		-		exonic		NM_001167867		ATP5SL		CTTACCTGCCTATACACACACACACACGCACACGCTGTCCTGTACCTCCAAGGAGCTAAT		1485		hsa-miR-6867-5p		hsa-miR-574-5p		hsa-miR-6799-5p		hsa-miR-3162-5p		hsa-miR-4739

		hsa_circRNA_002172		0.0111320199		0.854915497		2.2102792		up		hsa_circ_0000514		circBase		chr14		-		sense overlapping		NR_002312		RPPH1		ATGCCTCCTTTGCCGGAGCTTGGAACAGACTCACGGCCAGCGAAGTGAGTTCCCAGAGAA		131		hsa-miR-615-5p		hsa-miR-663a		hsa-miR-296-5p		hsa-miR-345-3p		hsa-miR-622

		hsa_circRNA_000585		0.040385959		0.894797706		2.0650515		up		hsa_circ_0000515		circBase		chr14		-		sense overlapping		NR_002312		RPPH1		AGCTTGGAACAGACTCACGGCCAGCGAACTGAGTGCGTCCTGTCACTCCACTCCCATGTC		229		hsa-miR-330-5p		hsa-miR-328-3p		hsa-miR-127-5p		hsa-miR-326		hsa-miR-615-5p

		hsa_circRNA_004183		0.0413337447		0.894797706		2.0408202		up		hsa_circ_0004183		circBase		chr10		-		exonic		NM_018027		FRMD4A		TACGTCCATTCCACGAGGTTCTCAGGAATCAGATAGCTCGCAGTCGGCCAAGAAGGACAT		949		hsa-miR-7162-5p		hsa-miR-6875-3p		hsa-miR-516b-3p		hsa-miR-516a-3p		hsa-miR-4687-3p

		hsa_circRNA_000166		0.0117719772		0.854915497		1.9852982		up		hsa_circ_0000512		circBase		chr14		-		sense overlapping		NR_002312		RPPH1		AACAGACTCACGGCCAGCGAAGTGAGTTCAATGGCTGAGGTGAGGTGAGTTCCCAGAGAA		154		hsa-miR-615-5p		hsa-miR-663a		hsa-miR-296-5p		hsa-miR-345-3p		hsa-miR-622

		hsa_circRNA_102116		0.0305972705		0.88961017		1.9098634		up		hsa_circ_0003258		circBase		chr17		-		exonic		NM_001145365		ZNF652		GTACTTCGACGAACACATGAAAACACACACTGCACACACAAAAGACATGCCATTTACATG		261		hsa-miR-520d-3p		hsa-miR-500a-5p		hsa-miR-518c-3p		hsa-miR-103a-2-5p		hsa-miR-518f-3p

		hsa_circRNA_405540		0.0257729073		0.88961017		1.6587493		up				25070500		chr17		-		intronic		ENST00000284110		HS3ST3A1		GCATTTCTTCTTCTGAGATCAAGCCCCTGGTCTTTCTCCTTTTCCTAATGATATCGGGAT		1364		hsa-miR-4753-3p		hsa-miR-211-5p		hsa-miR-204-5p		hsa-miR-1200		hsa-miR-4504

		hsa_circRNA_101370		0.0147856135		0.854915497		1.6436823		up		hsa_circ_0032254		circBase		chr14		+		exonic		NM_020806		GPHN		GCTTGGGACAGAAATCATCAATTACCGAGATTCCAGACTCCATCATTTCTCGTGGTGTTC		316		hsa-miR-196b-3p		hsa-miR-500a-3p		hsa-miR-422a		hsa-miR-619-3p		hsa-miR-134-5p

		hsa_circRNA_102485		0.0360258597		0.88961017		1.6050986		up		hsa_circ_0050102		circBase		chr19		+		exonic		NM_017712		PGPEP1		GAGAAGCACAGTCCACAGAGATGGGATCTCACTATATTGCCCTGGCTGGTCTTGAACTTC		7064		hsa-miR-103a-2-5p		hsa-miR-663a		hsa-miR-342-3p		hsa-miR-188-3p		hsa-miR-30b-3p

		hsa_circRNA_104740		0.0359743442		0.88961017		1.5916487		up		hsa_circ_0086444		circBase		chr9		-		exonic		NM_017645		HAUS6		GATCTAGCCAACAGTCTGTAGATCTTTTACCACCAATGTCTCCCCTTTCGTTTGATCCTG		185		hsa-miR-186-5p		hsa-miR-96-3p		hsa-miR-367-5p		hsa-miR-487a-5p		hsa-miR-516b-5p

		hsa_circRNA_405975		0.0115318054		0.854915497		1.5915228		up				25070500		chr2		+		intronic		ENST00000389757		PKP4		TGTGCGTAACTAAACCAGGTGATGAAGTGTCTTCCTAGCAGCATAAAATATCTTGCTGGT		763		hsa-miR-5583-3p		hsa-miR-3662		hsa-miR-1252-3p		hsa-miR-1252-5p		hsa-miR-4461

		hsa_circRNA_100656		0.042626914		0.894797706		1.5087466		up		hsa_circ_0004896		circBase		chr10		-		exonic		NM_016046		EXOSC1		AGAACGAGCTGGGAGTGGTGGTAGCCCACAGTGAGTCAGGTTGAAATTTATAAGAGTTTC		136		hsa-miR-876-3p		hsa-miR-196b-5p		hsa-miR-196a-5p		hsa-let-7b-5p		hsa-let-7f-5p

		hsa_circRNA_101181		0.0199275785		0.88961017		1.5048915		up		hsa_circ_0003472		circBase		chr12		-		exonic		NM_139015		SPPL3		TTCTCATGGATGGCATCCAAACAATTGACTCTACCCAGGCTCTGTTCCTTCCAATTGGAG		312		hsa-miR-185-5p		hsa-miR-651-3p		hsa-miR-1224-5p		hsa-miR-765		hsa-miR-606

		hsa_circRNA_400620		0.0013265085		0.769459097		1.504225		up				25242744		chr10		-		exonic		NM_006434		SORBS1		GGCAAGTCTTCCGTTCTGACCAACGAAAAGATGGATTCCAGTCCTCTACTAAATGAAGTT		705		hsa-miR-3145-3p		hsa-miR-3192-5p		hsa-miR-6883-5p		hsa-miR-3688-3p		hsa-miR-6779-5p

		hsa_circRNA_406083		0.02685482		0.88961017		2.563465		down				25070500		chr20		-		intronic		ENST00000539805		TASP1		TCTCCCCTTACAAAATTGCCATGGCCTCTCATTGTTGGAATACTTATCATGTTTATAGTT		48731		hsa-miR-6739-5p		hsa-miR-3916		hsa-miR-4668-5p		hsa-miR-6878-5p		hsa-miR-4739

		hsa_circRNA_104705		0.0314891624		0.88961017		2.2871288		down		hsa_circ_0007521		circBase		chr8		-		exonic		NM_001199649		PTK2		GGCTGGTGAATGGAACCTCGCAGTCATTTATCATCAGACCTCAGAAAGAATATGACAGAT		1125		hsa-miR-301a-5p		hsa-miR-627-3p		hsa-miR-545-5p		hsa-miR-182-5p		hsa-miR-200b-3p

		hsa_circRNA_405836		0.0223475906		0.88961017		2.1673446		down				25070500		chr2		-		exonic		NM_022552		DNMT3A		CTGCAGAAGCGGGTGGAGCCATCGAAGCCCCCACCCACAGGCTGACAGAGGCACCGTTCA		625		hsa-miR-4268		hsa-miR-4731-5p		hsa-miR-5787		hsa-miR-328-5p		hsa-miR-4763-3p

		hsa_circRNA_405805		0.0232977199		0.88961017		2.0930121		down				25070500		chr19		+		exonic		NM_020719		PRR12		AGCGAGGACGCTGGCGTTGCAGACGGGGCGTGAACCCCCACCCATCTGGCGAGTCCAGAA		724		hsa-miR-6882-3p		hsa-miR-4456		hsa-miR-4739		hsa-miR-6868-3p		hsa-miR-6846-5p

		hsa_circRNA_102480		0.0268273285		0.88961017		1.9729238		down		hsa_circ_0049965		circBase		chr19		-		exonic		NM_031941		USHBP1		CACAGCATTGCATCTGGCCTTGCAGTACAGGTTCAAGAGCTGCAGGATTCCCTCTTGAGG		404		hsa-miR-1298-3p		hsa-miR-136-5p		hsa-miR-643		hsa-miR-339-5p		hsa-miR-558

		hsa_circRNA_103546		0.0460348815		0.901939167		1.8972324		down		hsa_circ_0006517		circBase		chr3		+		exonic		NM_005578		LPP		TATAAGCCTCGGCCTCCACAGGTGATTTTCTTCCACCCCCACCTCCACCTCTAGATGATT		236		hsa-miR-216a-5p		hsa-miR-561-5p		hsa-miR-625-5p		hsa-miR-339-3p		hsa-miR-519e-3p

		hsa_circRNA_104875		0.0426209144		0.894797706		1.8731878		down		hsa_circ_0088059		circBase		chr9		-		exonic		NM_022486		SUSD1		CTTTCCACCCGACCACCGATGCCACATCATGCACAGACATAGATGAGTGTGAAGTTTCTG		153		hsa-miR-323a-5p		hsa-miR-124-5p		hsa-miR-1271-3p		hsa-miR-181a-5p		hsa-miR-182-5p

		hsa_circRNA_055102		0.0366896138		0.88961017		1.820815		down		hsa_circ_0055102		circBase		chr2		-		exonic		NR_033872		PCBP1-AS1		TTAACACTACTCTTCGTTATAAGCTCTCGTCTGGGGCAACTCAGAAGAACGTCACAGAAT		300		hsa-miR-6722-3p		hsa-miR-4715-3p		hsa-miR-1909-3p		hsa-miR-4717-3p		hsa-miR-626

		hsa_circRNA_100750		0.0015642015		0.769459097		1.7639965		down		hsa_circ_0020929		circBase		chr11		+		exonic		NM_003156		STIM1		CCTCCTCTCTAGTTTTGCCGAATTGACAAGCCCCTGTGTCACAGTGAGGATGAGAAACTC		474		hsa-miR-1301-3p		hsa-miR-215-3p		hsa-miR-873-5p		hsa-miR-556-5p		hsa-miR-136-3p

		hsa_circRNA_403374		0.0425347761		0.894797706		1.7633317		down				25242744		chr5		-		exonic		NM_178276		SERINC5		CTCCTCCTGCTCGTGGAGTTTGCACATAAGTGGAACAAGAACTGATTCCTTTTTTTGAAG		356		hsa-miR-936		hsa-miR-6165		hsa-miR-1226-3p		hsa-miR-583		hsa-miR-7856-5p

		hsa_circRNA_101924		0.0486306529		0.905816171		1.7587001		down		hsa_circ_0041150		circBase		chr17		-		exonic		NM_006987		RPH3AL		CTGTGTAAGATCTGCAGTGAGCAAAGAGAGATGTGACTCCCCACCCCCAGCCGGGTGCTC		474		hsa-miR-22-3p		hsa-miR-766-3p		hsa-miR-1301-3p		hsa-miR-589-3p		hsa-miR-671-3p

		hsa_circRNA_000571		0.0213197149		0.88961017		1.7397404		down		hsa_circ_0000040		circBase		chr1		+		intronic		NM_001166007		EPB41		GTTTCAGACGGGGAAGGGGTTGCGTCGCGGGAGTGTTGGAAAGTTAGGCTTGAGATGTAT		141		hsa-miR-29b-2-5p		hsa-miR-210-5p		hsa-miR-126-3p		hsa-miR-106b-3p		hsa-miR-501-3p

		hsa_circRNA_100751		0.0291033256		0.88961017		1.6981505		down		hsa_circ_0020934		circBase		chr11		+		exonic		NM_003156		STIM1		CCTCCTCTCTTATACAATTGGACCGTGGATGAGGTGGTACAGTGGCTGATCACATATGTG		228		hsa-miR-1301-3p		hsa-miR-215-3p		hsa-miR-493-3p		hsa-miR-608		hsa-miR-670-3p

		hsa_circRNA_103268		0.0050519607		0.854915497		1.6696889		down		hsa_circ_0063982		circBase		chr22		-		exonic		NM_002972		SBF1		GACATCCACCTCCTCCCTGAAGATGCAGCTCGATGTGATTGTTGCTGATCTGGATGGAGG		192		hsa-miR-608		hsa-miR-149-3p		hsa-miR-658		hsa-miR-210-3p		hsa-miR-510-5p

		hsa_circRNA_006349		0.0168113586		0.874963936		1.668224		down		hsa_circ_0006349		circBase		chr1		+		exonic		NM_018056		TMEM39B		GACGTCTCCCACTTCCGCTTCCATGTTTGGGATGTACATTCCGTTCCTGCAGCTGAATTG		646		hsa-miR-214-3p		hsa-miR-3619-5p		hsa-miR-761		hsa-miR-4449		hsa-miR-5589-5p

		hsa_circRNA_001197		0.0212257569		0.88961017		1.6681238		down		hsa_circ_0001197		circBase		chr21		-		exonic		NM_033661		WDR4		CTTCTGTCCTCCTCTGGGGACCGTGGCAAGGAGGTGTACAGCCCTGACTTTCATAGCCTC		331		hsa-miR-1301-5p		hsa-miR-298		hsa-miR-593-5p		hsa-miR-5699-5p		hsa-miR-517-5p

		hsa_circRNA_407172		0.0348115809		0.88961017		1.6647671		down				25070500		chr9		-		sense overlapping		ENST00000439134		RP11-182N22.7		AAAGAACCTTGGAATGTGAAGAGACATGAGATGGTAGCTGAACCCCCATGTTGACATTTA		218		hsa-miR-23a-3p		hsa-miR-23b-3p		hsa-miR-23c		hsa-miR-1324		hsa-miR-7113-5p

		hsa_circRNA_401057		0.0293161855		0.88961017		1.6371038		down				25242744		chr12		-		exonic		NM_024953		NAA25		CTGTCTCCTTGCTGTCCATGCGCTTATTGATGTATGGAGGGAAACAGTTTATTAATCAGT		298		hsa-miR-2682-5p		hsa-miR-3619-5p		hsa-miR-34c-5p		hsa-miR-329-5p		hsa-miR-150-3p

		hsa_circRNA_021866		0.0392821895		0.88961017		1.6079812		down		hsa_circ_0021866		circBase		chr11		-		exonic		NM_017749		AMBRA1		CTAGTGAGATGGAACGGGTCCGGGTGGCAGTGAAAGCTGGTTCACAGATAGCAACAATGC		173		hsa-miR-449a		hsa-miR-449b-5p		hsa-miR-34b-5p		hsa-miR-449c-5p		hsa-miR-4695-3p

		hsa_circRNA_050648		0.0368339578		0.88961017		1.5888794		down		hsa_circ_0050648		circBase		chr19		-		exonic		NM_144617		HSPB6		CTTACTCTCCCAATAAATGTGCTAGAGCTCTGCGTGCCGACGGACCCCGGCCACTTTTCG		1238		hsa-miR-1182		hsa-miR-608		hsa-miR-6803-5p		hsa-miR-6756-5p		hsa-miR-6883-5p

		hsa_circRNA_400087		0.0150846081		0.854915497		1.5772305		down		hsa_circ_0092298		circBase		chr5		+		intronic		NM_058230		ZNF354B		TTTTCCGTGGAGTCGGGAGACGATTCGTTGGCGGGAGAGAGAGGAACCGGCAGGCGTTTC		220		hsa-miR-615-5p		hsa-miR-874-3p		hsa-miR-337-5p		hsa-miR-345-5p		hsa-miR-191-3p

		hsa_circRNA_101473		0.0134189377		0.854915497		1.5457817		down		hsa_circ_0034447		circBase		chr15		+		exonic		NM_003246		THBS1		GACAGCATCCGCAAAGTGCTACCAGTGTCCTCCTCACCCTTGACAACAACGTGGTGAATG		200		hsa-miR-135b-5p		hsa-miR-135a-5p		hsa-miR-513a-5p		hsa-miR-762		hsa-miR-23b-5p

		hsa_circRNA_401555		0.0374239756		0.88961017		1.5258148		down				25242744		chr16		-		exonic		NM_016641		GDE1		TATCTACAAGGAATGATTTCCCTGATGAAAAGATCCCTACCCTAAGGGAAGCTGTTGCAG		199		hsa-miR-3128		hsa-miR-222-5p		hsa-miR-1185-2-3p		hsa-miR-1185-1-3p		hsa-miR-5011-3p

		hsa_circRNA_000317		0.0024295076		0.769459097		1.5195206		down		hsa_circ_0000317		circBase		chr11		-		intronic		NM_001620		AHNAK		ATTGAAGGTCCTGAAGGGAAGCTCAAAGCTCCCAAAATCTCTATGCCTGACTTTGATTTG		144		hsa-miR-659-5p		hsa-miR-3649		hsa-miR-365a-5p		hsa-miR-6509-5p		hsa-miR-6073

		hsa_circRNA_103065		0.0127421019		0.854915497		1.5178501		down		hsa_circ_0060461		circBase		chr20		+		exonic		NM_002466		MYBL2		TTCTCGCCCTCCCAGGACCCTGATGCTTGGTGTGACCTGAGTAAATTTGACCTCCCTGAG		414		hsa-miR-138-5p		hsa-miR-192-3p		hsa-miR-1301-3p		hsa-miR-637		hsa-miR-663a

		hsa_circRNA_066113		0.0280827166		0.88961017		1.5157544		down		hsa_circ_0066113		circBase		chr3		-		exonic		NM_003157		NEK4		CTCTCCTCTGACTGCAGCGTCACTCAGGGTGAAGGCAAATGTTTGTCCCAGGAGAAACCC		1041		hsa-miR-6783-3p		hsa-miR-1304-3p		hsa-miR-4695-5p		hsa-miR-661		hsa-miR-6739-3p

		hsa_circRNA_103965		0.0443937124		0.897091227		1.5128585		down		hsa_circ_0004503		circBase		chr5		+		exonic		NM_181838		UBE2D2		ATTGCTCGGATCTACAAAACAGATAGAGAAAAGAATTGAATGATCTGGCACGGGACCCTC		374		hsa-miR-512-3p		hsa-miR-215-3p		hsa-miR-492		hsa-miR-105-5p		hsa-miR-377-3p

		hsa_circRNA_087538		0.0441436766		0.894797706		1.5123512		down		hsa_circ_0087538		circBase		chr9		+		exonic		NM_014612		FAM120A		GAAGGTACTATGGCAGAGGTTACAAAAACCAGGCAGCAATTCAGGTTGCACAGAGCATTG		2571		hsa-miR-4689		hsa-miR-6858-5p		hsa-miR-4763-3p		hsa-miR-6808-5p		hsa-miR-4747-5p

		hsa_circRNA_102753		0.0132476389		0.854915497		1.511329		down		hsa_circ_0001025		circBase		chr2		-		exonic		NM_002056		GFPT1		TTCATATTAATGCTGGTCCTGAGATTGGTGTGGCCAGTACAAAGACACGTCAAGTTCTTG		279		hsa-miR-224-5p		hsa-miR-449c-3p		hsa-miR-600		hsa-miR-611		hsa-miR-216a-5p
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