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Downregulation of the long noncoding RNA Meg3 promotes angiogenesis after ischemic brain injury by activating notch signaling
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Supplemental Figures
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Figure S1. Full-length nucleotide sequence of rat MEG3.
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Figure S2. MEG3 is evolutionarily conserved. BLAT alignment showed sequence homology with human and mouse MEG3. 
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Figure S3. DAPT inhibited sh-Meg3 induced NICD. (A and B) sh-Meg3 HMEC-1 were treated with increasing concentrations (5–50 μM) of DAPT, and NICD was quantified by western blotting after 24 hours.
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Table S1. Quantitative real-time polymerase chain reaction primer sequences
	Gene
	Primer sequence

	Meg3
	Forward: 5’ GTTGAGCCTTCAGTGTCTGCAT 3’

	
	Reverse: 5’ GCTTTGGAACCGCATCACA 3’

	β-actin
	Forward: 5’ GCGCGGCTACAGCTTCA 3’

	
	Reverse: 5’ CTTAATGTCACGCACGATTTCC 3’

	rMEG3
	Forward: 5’ TTGCAACCCTCCTGGAATAG 3’

	
	Reverse: 5’ AGTCTTGGGTCCAGCATGTC 3’

	rGAPDH
	Forward: 5’ AGTGCCAGCCTCGTCTCATAG 3’

	
	Reverse: 5’ CGTTGAACTTGCCGTGGGTAG 3’
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AGAAGGCGAA
CCAGAGACCC
TCATCGGCTC
ACTTGCTGTG
TACAGAACAA
AGGATCATCA
TGAGGGGGCA
CTTCCCTGTA
AGGGGGGTCG
CCCAATGGGA
CTGGCAACTG
AAGGCATGCC
TGGGGACATT
TGAGGCAGGG
AGTCACCCAA
TATGCCCAGG
GACTTTGACC
TTTCCCCTCC
GTTTATGCCT
CGTCGCCCTA
ACGAGCTGCC
GAAGAGAGGA
AGGACCCCAG
CCCAGCGCGA
TCCACATCCT
TGCGTGGGAC
CCTTCCACAG
GACTCTGGAT
CTGACCCTGG
GAAGGCTGTT
TCACAGGGCT
GGTGCTTTCA

GAACTGGAAT
GGGGCGGCCA
ACACCAGTCT
CACCTCTGCC
CTTCTTGTGG
GTGTCCAGCT
CTGGCCATGA
CATCTGTGCT
TCCCTTGTGA
ACCTCTCAGG
TGGGTGGGGT
CccTeceece
AGGAGCAACC
CTGGGCAGAA
CTCACAGTCT
GCTCTTCTTG
CGGCTTCTCG
AACCCACTGC
TGGCCTGCTG
CCCTGGCCCG
CATCTCCAGA
CATGAGGACC
GACGCCCAGC
GGACCCCAGG
TACGTTGCAA
CCTGGACACA
CCACGGGCAC
CCTGGCCTCC
GGTCAGGCGT
GAGTCTTCAC
GTTGTGAGGC
ATAAATGTTT

AGAGCTCGCC
CGGGAGAATA
TCCAGGACCA
TCCTGAGTCA
ACCCCCCTGG
AGTCTCTCTC
CCCCTCAACC
CGTGTTCATC
CTGACCATGT
AGGGGGGTTT
GGGGTGCTTC
CCACCCACCT
TCCTAGGGTT
ACCTCAGCAC
CATGTGTCTC
CTCCAGCTAG
AGGCCTGTCT
TTCCTGACTC
GCCCTGGAGA
TCGCGTCTTC
GAAGAGCAGC
CCAGGATGCC
GCGAGGACCC
ACGCCCAGCG
CCCTCCTGGA
CGGACACAGA
GCCTTGCACA
CCTTGAGTAG
GTGGCCTTGA
TGCTGAGTCA
TCTTGCAATG
CTTGTTTTAA

TCGGCTCTGC
CCTTACCTGG
CCTTCTGGAT
AGGAGCATGG
GATCAGGACA
TGGGGTTCAA
TTTGCTCTGT
AGCTAGTGAA
TGTCCTAACA
GGGGCGGCGG
CTTCTGGAAT
TCTTGGAGAT
GTTGTGAGAA
ATGTTTGTTG
GTCTATTCTC
GGGCTCCTAA
ACACTCGCTG
GCTCTTCTCC
CCCCATCGTC
CTGTGCCATT
TGGCATTGCC
CAGCGTGAGG
CAGGATGCCC
CGAGGCCCCC
ATAGGCCAAC
GCCTGCCCAT
CTTCCTCTGG
AGAGACCCAC
TCCCTGTCCA
ACATCTATGA
TGCTTAGAAG
CT

TGGCCTTGGC
AGCTCTCTTC
GCCAAGGCTG
ATTCCAGGAA
TCGAGGGACA
ACCTTGAATC
TTGTATCTTG
CTGAAGTGCT
ATGTCCTGAG
GGGGGGGGAC
GAGCATGTGG
GTCCCTTCCT
TTAAATGAAC
AAAGGTTTGC
CTGCAGACTC
AGACAACAGG
CTTTCCTTCC
ATCGAACGGC
GGCTTCGTCG
TCCTGTTGTG
CACCGGCCGT
ACCCCAGGAC
AGCGCGAGGA
AGGACGCCCA
ATCGTCATCA
AGGACCTTCC
GACAGACATG
CTACTGACTG
TGGACCCTGA
AATGGGCTAA
CATGGGGCCT

TGAAGCTCTT
AGGGATGACA
CTGCTCAAAT
CCCACTAGCA
AGCAACAAAG
AATGCCCTAG
AGTCTGAGTC
TCCCTCCCCG
CAGAAGGGTC
CAGCATCTTG
CTGACCCCCA
TTTGGAGTAG
TGTAGCAGCC
AGGTGGATCA
CTGTAGCCCC
CCGTCCAGGA
TCACCTCCAA
TCTTGCTCAG
AACTCAAAGT
CTCAGGTCCC
GCTGGCTGAA
ACCCAGCGCG
CCCCAGGACG
GCGCGAGGAC
CCTGGAATCC
AACTGTAAAT
CTGGACCCAA
ATGAACTGCG
GACTTGGGGG
GGTTCCTACC
GGTGGCTCAT
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