Table S2. Fold change of mRNA expression in MS group

	Gene
	Fold change relative to SS group
	P-value

	Kcna1(Kv1.1)
	0.738 + 0.19
	ns

	Kcna2 (Kv1.2)
	0.683 + 0.13
	ns

	Kcna3 (Kv1.3)
	1.104 + 0.19
	ns

	Kcna4 (Kv1.4)
	1.540 + 0.23
	ns

	Kcna5(Kv1.5)
	1.396 + 0.18
	ns

	Kcna6 (Kv1.6)
	1.037 + 0.15
	ns

	Kcnb1 (Kv2.1)
	1.110 + 0.20
	ns

	Kcnb2 (Kv2.2)
	1.077 + 0.19
	ns

	Kcnn1(SK1)
	1.289 + 0.21
	ns

	Kcnn2 (SK2)
	2.860 + 0.28
	p < 0.001

	Kcnn3 (SK3)
	1.266 + 0.23
	ns

	Kcnn4 (SK4)
	0.774 + 0.18
	ns

	Kcnma1 (Slo / BKCa)
	1.401 + 0.17
	ns

	Kcnmb1 (BK beta)
	1.008 + 0.15
	ns

	Kcnmb2
	1.436 + 0.17
	ns

	Kcnmb4
	0.905 + 0.16
	ns
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