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ESM. 5a uncropped blot views of the total protein RePlex SW assay used for fig. 1a-e 
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AI-generated content may be incorrect.]*Refers to the capillary used for fig. 1f 

ESM. 5b uncropped blot view of the SW assay used for fig. 1f 
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ESM. 5c uncropped blot views of both SW assays used for fig. 1g/h
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ESM. 5d uncropped blot views of the total protein RePlex SW assay used for fig. 2a-c
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ESM. 5e uncropped blot views of both SW assays used for fig. 2d/e
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ESM. 5f uncropped blot views of the total protein RePlex SW assay used for fig. 3a-e
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ESM. 5g uncropped blot views of both SW assays used for fig. 3f-h (data shown in fig. 3f came from the n1 experiment)
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ESM. 5h uncropped blot views of the total protein RePlex SW assay used for fig. 4a-e
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AI-generated content may be incorrect.] *Refers to the capillary used for fig. 4f

ESM. 5i uncropped blot view of the SW assay used for fig. 4f
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ESM. 5j uncropped blot views of both SW assays used for fig. 4g/h
[image: A screenshot of a computer screen

AI-generated content may be incorrect.]
ESM. 5k uncropped blot views of the total protein RePlex SW assay used for fig. 5a-c
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ESM. 5l uncropped blot views of both SW assays used for fig. 5d/e
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ESM. 5m uncropped blot views of the total protein RePlex SW assay used for fig. 6a-c and fig. 7b-d
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AI-generated content may be incorrect.] *Refers to the capillary used for fig. 6d

ESM. 5n uncropped blot view of the SW assay used for fig. 6d
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AI-generated content may be incorrect.] *Refers to the capillary used for fig. 6e

ESM. 5o uncropped blot view of the 13 capillary SW assay used for fig. 6e
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AI-generated content may be incorrect.] *Refers to the capillary used for fig. 6f

ESM. 5o uncropped blot view of the SW assay used for fig. 6f

[image: A screenshot of a computer screen

AI-generated content may be incorrect.]
ESM. 5p uncropped blot views of both SW assays used for fig. 6g/h
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ESM. 5q uncropped blot views of the total protein RePlex SW assay used for fig. 7e
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ESM. 5r uncropped blot views of both SW assays used for fig. 7f-h
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AI-generated content may be incorrect.]*Refers to the capillaries used for fig. 7i

ESM. 5s uncropped blot view of one of the SW assays used for the graphs in fig. 7i without caspase 3 treatment. HD (GM02147) patient fibroblast lysate was loaded in capillary 3. SCA7 (GM03561) patient fibroblast lysate was loaded in capillary 15.
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AI-generated content may be incorrect.] *Refers to the capillaries used for fig. 7i.

ESM. 5s uncropped blot view of the SW assay used for the HD (GM21756) graph without caspase 3 treatment in fig. 7i 
[image: ]*Refers to the capillaries used for fig. 7i.

ESM. 5t uncropped blot view of the SW assay used for the HD (GM09197) graph without caspase 3 treatment in fig. 7i 
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AI-generated content may be incorrect.]*Refers to the capillaries used for fig. 7i.

ESM. 5u uncropped blot view of the SW assay used for the SCA3 (GM06153) graph with caspase 3 treatment in fig. 7i 
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AI-generated content may be incorrect.]*Refers to the capillaries used for fig. 7i.

ESM. 5v uncropped blot view of one of the SW assays used for graphs in fig. 7i with caspase 3 treatment. HD (GM02147) patient fibroblast lysate was loaded in capillary 12. HD (GM21756) patient fibroblast lysate was loaded in capillary 16. HD (GM09197) patient fibroblast lysate was loaded in capillary 16.
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AI-generated content may be incorrect.]*Refers to the capillaries shown in Online Resource 3a

ESM. 5w uncropped blot view of the SW assay used for the graph in Online Resource 3a (ESM. 3a)
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AI-generated content may be incorrect.]*Refers to the capillaries shown in Online Resource 3b

ESM. 5x uncropped blot view of the SW assay used for the graph in Online Resource 3b (ESM. 3b)
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AI-generated content may be incorrect.] *Refers to the capillaries shown in Online Resource 3c and 3d

ESM. 5y uncropped blot view of the SW assay used for the graphs in Online Resource 3c/d (ESM. 3c/d)
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AI-generated content may be incorrect.] *ATXN1 antibodies shown in Online Resource 4a-c

ESM. 5z uncropped blot view of the SW assay used for the graphs in Online Resource 4a-c (ESM. 4a-c)
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AI-generated content may be incorrect.]*Refers to the capillaries shown in Online Resource 4d

ESM. 5aa uncropped blot view of the SW assay used for the graph in Online Resource 4d (ESM. 4d) 
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