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Figure S1. Interaction between modulated proteins after ZIKV 
exposure in vivo.  Global proteomic analysis was performed with the 
entire brain tissue of mice infected (14 dpi) or not with the virus (A) 
Network visualization representing the protein-protein interaction 
conducted using STING, with each node representing one protein. Line 
between the nodes indicate known predicted interactions. One single 
line connecting different proteins indicate a single type of evidence 
supporting the interaction, while three lines indicate multiple sources 
that confirm the interaction. (B) Enrichment analysis identifying cellular 
and metabolic processes, biological regulation, localization as 
significantly enriched biological processes after ZIKV exposure in vivo. 


