Table S1. All known AS events detected by type
	Type
		Annotated
	



		Detected
	



	Ratio

	3pMXE
	9530
	854
	8.96%

	5pMXE
	6343
	383
	6.04%

	A3SS
	63023
	2714
	4.31%

	A3SS&ES
	1242
	292
	23.51%

	A5SS
	68968
	3597
	5.22%

	A5SS&ES
	1909
	409
	21.42%

	ES
	11325
	1908
	16.85%

	IntronR
	16916
	1809
	10.69%

	MXE
	2864
	468
	16.34%

	cassetteExon
	6038
	1545
	25.59%

	Total
	188158
	13979
	7.43%


Notes：
This table presents the classification results of all the known AS events detected from all samples as shown in the aforementioned "All known AS events detected from all samples" table:
(1) Type: Type of alternative splicing event; 
(2) Annotated: The number of certain types of alternative splicing events that have been annotated in the reference genome; 
(3) Detected: The number of known alternative splicing events identified in this project; 
(4) Ratio: The proportion of the identified known alternative splicing events among all annotated alternative splicing events.
