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Supplementary Table 3. Concordance of all detected genes between ctDNA and tumor-tissue (N=76).
	
	
	Tissue+
	Tissue-
	Total
	PPV
	NPV
	Sensitivity
	Positive mutation rate

	
	
	
	
	
	
	
	
	Tissue
	ctDNA
	Combination

	KRAS
	ctDNA+
	25
	8
	33
	75.76%
	74.42%
	75.00%
	47.37%
	43.42%
	57.89%

	
	ctDNA-
	11
	32
	43
	
	
	
	
	
	

	
	Total
	36
	40
	76
	
	
	
	
	
	

	NRAS
	ctDNA+
	2
	0
	2
	100%
	100%
	100%
	2.63%
	2.63%
	2.63%

	
	ctDNA-
	0
	74
	74
	
	
	
	
	
	

	
	Total
	2
	74
	76
	
	
	
	
	
	

	BRAF
	ctDNA+
	4
	1
	5
	80.00%
	97.18%
	71.43%
	7.89%
	6.58%
	9.21%

	
	ctDNA-
	2
	69
	71
	
	
	
	
	
	

	
	Total
	6
	70
	76
	
	
	
	
	
	

	PIK3CA
	ctDNA+
	2
	1
	3
	66.67%
	91.78%
	33.33%
	10.53%
	3.95%
	11.84%

	
	ctDNA-
	6
	67
	73
	
	
	
	
	
	

	
	Total
	8
	68
	76
	
	
	
	
	
	

	ERBB2
	ctDNA+
	1
	0
	1
	100%
	94.67%
	20%
	6.58%
	1.32%
	6.58%

	
	ctDNA-
	4
	71
	75
	
	
	
	
	
	

	
	Total
	5
	71
	76
	
	
	
	
	
	

	TP53
	ctDNA+
	13
	4
	17
	76.47%
	50.85%
	36.96%
	55.26%
	22.37%
	60.53%

	
	ctDNA-
	29
	30
	59
	
	
	
	
	
	

	
	Total
	42
	34
	76
	
	
	
	
	
	

	APC
	ctDNA+
	15
	0
	15
	100%
	52.46%
	34.09%
	57.89%
	19.74%
	57.89%

	
	ctDNA-
	29
	32
	61
	
	
	
	
	
	

	
	Total
	44
	32
	76
	
	
	
	
	
	

	BRCA1
	ctDNA+
	0
	2
	2
	0%
	97.30%
	50%
	2.63%
	2.63%
	5.26%

	
	ctDNA-
	2
	72
	74
	
	
	
	
	
	

	
	Total
	2
	74
	76
	
	
	
	
	
	

	BRCA2
	ctDNA+
	1
	0
	1
	100%
	98.67%
	50%
	2.63%
	1.32%
	2.63%

	
	ctDNA-
	1
	74
	75
	
	
	
	
	
	

	
	Total
	2
	74
	76
	
	
	
	
	
	

	CTNNB1
	ctDNA+
	2
	0
	2
	100%
	97.30%
	50%
	5.26%
	2.63%
	5.26%

	
	ctDNA-
	2
	72
	74
	
	
	
	
	
	

	
	Total
	4
	72
	76
	
	
	
	
	
	

	FGFR1
	ctDNA+
	0
	2
	2
	0%
	97.30%
	50%
	2.63%
	2.63%
	5.26%

	
	ctDNA-
	2
	72
	74
	
	
	
	
	
	

	
	Total
	2
	74
	76
	
	
	
	
	
	

	FGFR3
	ctDNA+
	0
	1
	1
	0%
	100%
	100%
	0%
	1.32%
	1.32%

	
	ctDNA-
	0
	75
	75
	
	
	
	
	
	

	
	Total
	0
	76
	76
	
	
	
	
	
	

	HRAS
	ctDNA+
	0
	1
	1
	0%
	98.67%
	50%
	1.32%
	1.32%
	2.63%

	
	ctDNA-
	1
	74
	75
	
	
	
	
	
	

	
	Total
	1
	75
	76
	
	
	
	
	
	

	PTEN
	ctDNA+
	1
	0
	1
	100%
	93.33%
	16.67%
	7.89%
	1.32%
	9.21%

	
	ctDNA-
	5
	70
	75
	
	
	
	
	
	

	
	Total
	6
	70
	76
	
	
	
	
	
	

	KIT
	ctDNA+
	0
	1
	1
	0%
	100%
	100%
	0%
	1.32%
	1.32%

	
	ctDNA-
	0
	75
	75
	
	
	
	
	
	

	
	Total
	0
	76
	76
	
	
	
	
	
	

	AKT1
	ctDNA+
	0
	0
	0
	0%
	98.68%
	0%
	1.32%
	0%
	1.32%

	
	ctDNA-
	1
	75
	76
	
	
	
	
	
	

	
	Total
	1
	75
	76
	
	
	
	
	
	

	DNMT3A
	ctDNA+
	0
	2
	2
	0%
	100%
	100%
	0%
	2.63%
	2.63%

	
	ctDNA-
	0
	74
	74
	
	
	
	
	
	

	
	Total
	0
	76
	76
	
	
	
	
	
	

	EGFR
	ctDNA+
	0
	3
	3
	0%
	97.26%
	60%
	2.63%
	3.95%
	6.58%

	
	ctDNA-
	2
	71
	73
	
	
	
	
	
	

	
	Total
	2
	74
	76
	
	
	
	
	
	

	NF1
	ctDNA+
	0
	0
	0
	0%
	98.68%
	0%
	1.32%
	0%
	1.32%

	
	ctDNA-
	1
	75
	76
	
	
	
	
	
	

	
	Total
	1
	75
	76
	
	
	
	
	
	

	POLE
	ctDNA+
	0
	1
	1
	0%
	98.67%
	50%
	1.32%
	1.32%
	2.63%

	
	ctDNA-
	1
	74
	75
	
	
	
	
	
	

	
	Total
	1
	75
	76
	
	
	
	
	
	

	RB1
	ctDNA+
	0
	1
	1
	0%
	100%
	100%
	0%
	1.32%
	1.32%

	
	ctDNA-
	0
	75
	75
	
	
	
	
	
	

	
	Total
	0
	76
	76
	
	
	
	
	
	

	CDK4
	ctDNA+
	0
	0
	0
	0%
	98.68%
	0%
	1.32%
	0%
	1.32%

	
	ctDNA-
	1
	75
	76
	
	
	
	
	
	

	
	Total
	1
	75
	76
	
	
	
	
	
	

	FBXW7
	ctDNA+
	0
	0
	0
	0%
	96.05%
	0%
	3.95%
	0%
	3.95%

	
	ctDNA-
	3
	73
	76
	
	
	
	
	
	

	
	Total
	3
	73
	76
	
	
	
	
	
	

	MET
	ctDNA+
	0
	0
	0
	0%
	94.74%
	0%
	5.26%
	0%
	5.26%

	
	ctDNA-
	4
	72
	76
	
	
	
	
	
	

	
	Total
	4
	72
	76
	
	
	
	
	
	

	NBN
	ctDNA+
	0
	0
	0
	0%
	98.68%
	0%
	1.32%
	0%
	1.32%

	
	ctDNA-
	1
	75
	76
	
	
	
	
	
	

	
	Total
	1
	75
	76
	
	
	
	
	
	

	IDH1
	ctDNA+
	0
	1
	1
	0%
	100%
	100%
	0%
	1.32%
	1.32%

	
	ctDNA-
	0
	75
	75
	
	
	
	
	
	

	
	Total
	0
	76
	76
	
	
	
	
	
	



