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Figure S1. Visualizations of the digital elevation models (DEMs) of 18 oyster samples, six Patch I (PI), six 

Patch II (PII) and six Cluster (C). The colour scale specifies the surface level in the z-axis, represented in mm, 

which has been centred around a zero mean. The x- and y-axis represent length in mm. Areas that have been left 

blank are to ensure a consistent homogenous surface during the analysis. 



 

Figure S2. Visualizations of the 2D second-order structure functions (2D-SSFs) for 12 oyster samples, six Patch 

I and six Patch (PII), each sample surface is normalized by the respective variances 𝐷𝐺2(𝐼𝑥, 𝐼𝑦)/2𝜎𝑧
2. The x- and 

y-axis show the spatial lags lx and ly [mm]. The gray scale reflects the normalized 2D-SSF values [-], where dark 

areas indicate high levels of correlation approaching 𝐷𝐺2(𝐼𝑥 , 𝐼𝑦)/2𝜎𝑧
2 = 0. Red lines illustrate the area of 

significant correlations Acorr, which is 𝐷𝐺2(𝐼𝑥, 𝐼𝑦)/2𝜎𝑧
2 ≤ 0.7 



Table S1. Example of Pix4D quality report on the scale constraints error. It demonstrates the initial lengths 

provided by real world measurements are accurately transferred to the computed model.   

 

 

Table S2. Example of Pix4D quality report on projection error and ground control point (GCP) error. The 

projection error shows the alignment of the 2D points on the photographs and how they were calculated into 3D 

space in the model with minimal error. The total root mean square (RMS) error for this model is 1.57 mm.  

 

 


