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'ASF1 anti-silencing funciion 1 homolog A (5.

_lexpressed sequence AU022870

complex, subunit B, integral

ypeptide 5

bipheny! hydrolase-like (serine hydrolase, breast epithelial
S7

iribosomal profein
reductase

{FUN14 domain containing 2

platelet derived growh factor receptor, alpha

lexosome component
ib teil

‘pleiotropic regulator 1, PRL1 homolog

ondrial GTPase 1 homolog (S. cerevisiae)

fight junction protein 1

‘activity-dependent neuroprotective protein

‘ribosomal protein L18

of inner i 73 homolog (yeast)

n
enzyme E2G 1 (UBC7 homolog, C. elegans)

intracellular medi ke \ch]n

'golgi golgin subfamily a, 7

] )
‘Shwachman-Bodian-Diamond syndrome homolog (human)

molecule 2

protein 3

gamma subunit6

{FC (YS)

51 1.25|
1.3 1.25|
1.24 1.25|
1.35 1.25|
1.2 1.24}
1.24 1.24}
1.2 1.24}
24 1.24}
27 1.24}
29 1.24}
29 1.24}
25 1.24}
31 1.24}
.33 1.24}
41 1.24}
43 1.24}
1.2 1.24}
29 1.24}
23 1.24}
26 1.24}
21 1.24}
1.2 1.24}
1.32 1.23]
1.23 1.23]
1.31 1.23]
14 1.23]
1.23 1.23]
1.32 1.23]
1.26 1.23]
1.37 1.23]
1.26 1.23]
1.31 1.23]
1.22 1.23]
1.39 1.23]
1.29 1.23]
26 1.23]
24 1.23]
.34 1.23]
21 1.23]
27 1.23]
27 1.23]
21 1.23]
1.3 1.23]
24 1.23]
27 1.22]
23 1.22]
29 1.22]
34 1.22]
27 1.22]
32 1.22]
A7 1.22]
26 1.22]
21 1.22]
A7 1.22]
14 1.22]
1.37 1.22]
1.27 1.22]
1.26 1.22]
1.31 1.22]
1.35 1.22]
1.35 1.22]
1.23 1.22]
1.2 1.22]
26 1.21
23 1.21
34 1.21
27 1.21
21 1.21
23 1.21
21 1.21
19 1.21
29 1.21
22 1.21
26 1.21
24 1.21
28 1.21
29 1.2
25 1.2
27 1.2
23 1.2
28 1.2
1.2 1.2
1.2 1.2
31 1.2
24 1.2
.52 1.2
A7 1.19|
18 1.19|
27 1.19|
1.2 1.19|
.33 1.19|
31 1.19|
21 1.19|
12 1.19|
19 1.19|
21 1.18]
M 1.18]
18 1.18]
19 1.18]
1.2 1.18]
1.23 1.18]
1.2 1.18]
25 1.18]
A7 1.18]
22 1.17}
19 1.17}
19 1.17}
18 1.17}
26 1.17}
31 1.17}
27 1.17}
18 1.16}
15 1.16}
14 1.16}
14 1.16}
19 1.16}
A7 1.16}
19 1.15|
22 1.15|
24 1.15|
1.2 1.15|
1.1 1.15|
1.15 1.15|
1.1 1.1
12 1.1
8 -1.12
26 -1.16)
63 -1.16)
-1.23 -1.18
22 -1.18
-1.25 -1.19
-1.14 -1.19
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cell division cycie 37 homoiog (5.

\cytochrome b5 reductase 1

ribosomal protein S10

ivoltage-dependent anion channel 1
Ahydratase

sulfite oxidase

transmembrane prote

oenzyme A ket I-Coenzyme A

similar to Iyrr\phocyte specific adaplor protein Lnk

MPN domain contalnlng

'sine ocul 1 homolog (D

¢ oxidase assembly homolog (S.

‘quanine nucleotide binding protein (G protein), gamma 5

2310042D 19Rik RIKEN cDNA 2310042D19 gene

‘ankyrin repeat domain 23

'vacuolar profein
Tyrosyl-

Sorting 4a (yeasf)
2

2610024G14Rit RIKEN cDNA 2610024G14 gene

BC024814

cDNA sequence BC024814

growth factor, erv1 (S

cmal protein L

ike BT (endophilin)

a)
DGz offoctor protein (Rho GTPase binding) 3

‘acireductone dioxygenase

domain

sequence AI316807

glycan anchor

protein 214

in kinase kinase 5

ADP bosylallon factor-like 2

cathepsln A

IRAB22A, member RAS oncogene family

carri
{ECSIT homolog (D

adenylate ki

ryanodine receptor 1, skeletal muscie

'dual specificity phosphatase 13
inding, soluble §

Ccdc124 coiled-coil domain containing 124

hydroxyacyl glutathione hydrolase

omolog,

neuronal 6

'stomatin
CDZ anigen

Cd2bp2
R

.
Ppp1r12b

protein

lez 12

ATPase class I, type 8B, member2
I C.el

Poldip2 {DNA-direcled), del(

Me3 malic enzyme 3, NADP(+)-dependent, m\tochondna\
il T THi-liKe homolog (D

Famg8c family with sequence similarity 96, member C

structure specific recognition protein 1 __

TSC22 domain family, member

‘exocyst complex

DNA segment, Chr 1, Brigham & Women's Genetics 0212

succinate complex, subunlt c integral protein

ith KRAB and SCAN domain:

subunit 12 homolog (veast)

ineuron derived

factor
proteasome (prosome, macropain) 28 subunit, alpha

2, regulatory subunit B (B56), beta isoform

protein

RIKEN cDNA 1110003008 gene
ipitiation factor 3. subunit C
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Cp 2
Abhdi4a jomain 14A
4632411B12RIK RIKEN CDNA 4632411B12 gene

B

protein 2

acidic coiled-coil ct

host cell factor C1
RABG, member RAS oncogene family
imyocyte enhancer factor 2D
‘ankyrin repeat domain 13¢
MAD homolog 1 (Drosophila)
1 factor

receptor. ionotropic. N-methvl D-asparta fated protein 1 bind
transmembrane and coiled coil domains 3

\growth arrest and DNA-damage-inducibie, gamma
genenc element 1
in 2, b

b nitrogen permease regulator-Tike 3 (S.
fsnxis sorting nexin 15

clathrin, light

> (Lca)
2210411K|1le RIKEN cDNA 2210411K11 gene

[scamp2 'secrefory carrier protein 2
fight junction associated protein 1

Cyb5r3 b5 reductase 3
Yrdc yrdC domain containing (E.coll)
H+ transporti
Sic43a2 'solufe carrier family 43, member 2 )

zinc finger protein 574

iZinc finger, CCHC domain containing 24
reficulum (ER) to nucleus signalling 1

iZinG finger and BTB domain containing 20
Lmf1 lipase maturation factor 1

Pppirisa - Teguiatory (inhibitor) subuni
D10Jhu8Te  IDNA segment, Chr 10, Johns Hopkins University 81
|Eprs ‘glutamyl-proly-IRNA synthetase

casein kinase 1, gamma 2

ATPase type 13A2

ispinster homolog 1 (D

DENN/MADD domain containing 45
i hand contai

yI-CoA s short-chain famny member 1
‘cell division cycle 25 homolog A (S. pombe)

Teucine-rich repeats and i in-fike domains 1
transforming growth factor, beta 3

Jun oncogene

sequence C85492

family with sequence similarity 36, member A

TBC1 domai

family, member 10D
ADP- factor GTPase activating protein 1
natriuretic peptide recep(or 2
H family member
ich splicing factor 4
‘angio-associated migratory protein
INA directed), gamma

protein 131

iexocyst complex
Puf60 poly U binding splicing factor 60
rotein S6 kinase. pOlypepide 2

Dnajc30 DnaJ (Hsp40) homolog, sublarmly C, member 30
{RAB35, member RAS oncogene famil

Rac exchange factor 1

iral oncogene homolog A (avian)




Online 1. Genes in

by at least two diets(p<0.01) in gastrocnemius

'shisa homolog 2 (Xenopus laevis)
'RCSD domain containing 1

Arhgapi7
Ni5m

Fam189a2
ipecanex-like 3 (Drosophila)
iprosaposin

collagen, fype VI, alpha 1
poly(rC) blnd\ng protein 1

‘acyl- oenzymeAbln ing fomain Gontaining 6

iralA binding proteln 1

o
Cisd ‘cathepsin D
Cpi0 Tow-density i
Flywch [FLYWCH-type zinc finger 1

Gm10397 ‘predicted gene 10397
Kihi22 Kelch-like 22 (Drosophila)

[secetat 'Sec61 alpha 1 subunit (S.
Pprct

iperoxisome proliferative activated receptor, gamma, coactivator-related 1

family with sequence similarity 63, member B

fetratricopeplide repeaf domain 78
1600014CT0RIFRIKEN cDNA 1600014C10 gene
1110038D17Rik RIKEN cDNA 1110038D17 gene

‘angel homolog 2 (D
Adrm adheslon regulating molecule 1

Fzrl rzzy/ceu division cycle 20 refated 1 (D1
INLR family member X1

'SECT6 homolog A (S.
refated protein 53 inducible nuciear protein 2
fated protein 1 light chain 3 aipha

Sec31 homolog A (S.
ubiquitin protein ligase E3

lheat shock protein 1
iprotein-tyrosine sulfotransferase 2

1700021KT9Rik
Carns1 camosine synthase 1
‘aldo-keto reductase family 7, member A5 (aflatoxin aldehyde reductase)

amplified in

finger protein 767

Dnad (Hsp40) homolog, subfamily C, member 21
adenylate cyclase 9
T

2 (facilitated

tnple functional domain (PTPRF

llaminin, beta 2

sd celideath 7~~~ T

D4, zinc and double PHD fingers family 2

ipleckstrin homology domain containing, family M (with RUN I domain) member 1
, gamma adaptin ear confaini

lucose fransporter), member 4

1 heavy chain 1

dynein

nuclear faclor of aciivated T-cels,
enzyme E2Q (putative) 1
protein 4

Pcbp2 poly(rC) binding proein 2
Rxib retinoid X receptor beta
# °

pleckstrin homology-like domain, family A, member 3
'STIPT homology and U-Box containing profein 1

factor
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ing finger protein 216
'guanine nucleotide binding protei

)
‘major facilitator ily domain containing 5
itarget of myb1-fike 2 (chicken)

ral guanine

casseite, sub-family A (ABC1), member 3
pleckstrin homology domain family H (with MyTH4 domain) member 3
id

repeat (TPR)

g
‘open reading frame 19
{transforming growth facor, beta receplor associated protein 1

CTTNBP2 N-terminal Iike
TAF6 RNA

iprotei
protein kinase, AMP-aciivated. beta 2 non-cataiytic subunit
'nephronophthisis 1 (juvenile) homolog (human)
RE A

Sic39a13 fer family 39 (metal on transporter), member 13
Jif203 interferon acfivated gene 203

ffukutin related protein
iV /RIKEN cONA E130308A19 gene
promoting compiex su

Cmtmg 'CKLF-like MARVEL ‘ 8
Nat6 N-acelyltransferase 6
Nsf sensitive fusion protein

protein homolog (S. cerevisiae)

'SYS1 Golgi-localized integral

g protein
tivating protein 2

1, regulatory (inhibitor) subunit 12C
5 oxopmllnase (ATPA nydrolysmg)

breast amplified sequence 3

WD repeat, SAM and U-box domain
solute carrier family 45, member 4
in A6

-iike 3 (Drosophila)
Drg2 developmentally regulated GTP binding protein 2

Rgmb RGM domain family, member B
Mapk3 mitogen-activated protein kinase 3

zinc finger protein 768

RIKEN CDNA 0610040J01 gene
Usher syndrome 1C binding
Tbeid2b TBC1 domain family, member 28

Is«sgalnaca ST6 (aloha:¥ M{\L factosyi-1.3)-\ inide alpha-

Iﬂ)cﬁ importin
Sntal i

nuclear receptor sublamuy 2, group F, member 6

proline-ich nuclear receptor

“"IRABT1B, member RAS oncogene family
estrogen related receptor, alpha
potassium mwardlyre fifying ch:

f Ty 6 homolog (S.
splicing faclor 3b, subunit 2

initiation factor 1B
{RIKEN cDNA 2310003H01 gene

Legion, candidate 7 homolog (human)
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'Gene Symbol

'G
growth arrest specific 6

‘erythrocyte protein band 4.1
coronin 7

/ARP1 actin-related protein 1 homolog B, centractin beta (yeast)

‘insulin-like growth factor binding protein
lethal 1 homolog (D

guanine nucleotide binding protein, alpha 12

\ZXD family zinc finger C

protein 143

lheat shock protein 90 alpha (cylosolic), class B mermber 1

tensin

RNA binding mo, single siranded i

\GATS protein-like 2

sequence similarity 108, member C

R 3
RIKEN cDNA 0610009020 gene
i e

glucose 6

alytic
cylosolic subunit 2 homolog (S. pombe)

{RUN and SH3 domain contalmng

and activator of

inositol kinase 2

‘glycogen synthase 1, muscle

1300001101Rik

iprotein phosphatase 1, regulatory (inhibitor) subunit 1A
RIK

Gmps.

quanine

nuclear receptor subfamily 1, group H, member 2
7

Rho guanine exchange factor (GEF) 17

‘cadherin 15

caspase re domain family, member 10

vacuolar protein sorting 72 (yeast)
bsent 3 homolog (Drosophil

lleucine rich repeal containing 38

iphosphoglycolate phosphatase

MARVEL

Kinesin family member 1C

spicing facior 15

icc receplor P2Y, G-protein coupled 2

integrin alpha

ithyroid hormone fecepior aipha
family with sequence similarity

F-box and WD-40 domain protein 8

‘eukaryotic transiation initiation factor 4, gamma 1

cylohesin

channel

PDZ and LIM domain 4

imyosin light chain kinase family, member 4

nding profein 4

ring finger protein 123

'SH2B adaptor protein 1

inucleobindin 1
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Rho inhibitor (GDI) alpha
alpha, class 2C, member 1

‘cysteine-rich with EGF-like domains 1

!

solute carrier family 9
imediator complex subunit 24

rvival motor neuron 1
seryl aminoacyl-RN;
T id i

izzled homolog § (Drosophila)
bromodomain containing 3

1Eiis van Creveld gene homoiog (human)
CXXC finger

tripartite motif-containing 3

lysyl oxidase-like 1

of clear) homolog (C. elegans)

ring rnger protein 10
jagged
1Q n and Sec7 domain 1
Ppp2rd iprotein 2A, regulatory subunit B (PR 53)
Rbm19 'RNA binding motif protein 19 02569 0.0070

Spr T reductase
Rora RAR-related orphan receplor alpha
‘dexamethasone-induced transcript

Phidai pleckstrin homology-like domain, fami
2310022A10RIKIRIKEN cDNA 2310022A10 gene
Fads1 fatly acid desaturase 1

1300018117Rik \RIKEN cDNA 1300018117 gene
Cd151 \CD151 antigen

. member B
Arhgef 01 Rho guanine exchange factor (GEF) 10-ike
iribosomal protein S6 kinase polypeptide 1

protein

ich splicing factor 2, i

family with sequencé similarity 65, member A

Rhog ras homolog gene family, member G
|stkao 40
7000810750 RIKEN CONA 2700081015 gene
Nrin neurturin
Enbpii1 -

2310061104Rik 'RIKEN cDNA 2310061104 gene
oyi2 T idyly 2

factor 11 alpha
59304 ik RIKEN GDNA gene
lized homolog 1A (Drosophil

platelet derived growih factor, alpha
finger 1
'C-type lectin domain family 16, member A

'CTD (carboxy-terminal domain, RNA

RGP retrograde goigi
lysine (K)-specific B
'ORAI calcium release-activated calcium modurator 1
forkhead box N3

'RNA binding mofif profein 25
forkhead box O4
SWISNF refated. matrix
AKTT substrate 1 (proline-rich)
\UFMT-specific peptidase 1 ___

protein 7 domain containing 1

T ICTF8, chromosome iransmission fidelily facior 8 homolog (S.

Denndta DENN/MADD domain containing

ic kidney disease 1 homolog
k

‘dual-specificity yrosine-(Y)-phosphorylation regulated kinase 1b
Phidb1 ‘pleckstrin homology-like domain, family B, member 1

Med15 mediator complex subunit 15
'GATA zinc finger domain containing 2A
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~“HGF-reguiated tyrosine ki

ase substrate

‘family with sequence similarity 129, member B

cellular repressor of E1 i genes 1
CoA kinase domain ini

RNA binding molif profein 38

i
formin homclcgy 2 domain
I di

iZinc finger, BED domain containing &

junctophilin 2

B230312A22RiFRIKEN cDNA B230312A22 gene
AI480526 sequence Al480526
|Em29 ticulum protein 29

Clcnt chioride channel 1
Aldh2 aldehyde 2,
s isplicing factor 1

zing finger protein 710

BC017612

Lime1

cDNA sequence BC017612
Lk i il adaptor 1

‘widely-interspaced zinc finger motifs
Zing finger and BTB domain containing 22

chromatin modifying protein 1A

paternally

‘poly (ADP-ribose)

iankyrin 1, erythroid
W

serine i

receplor Class B, merber 1

5Kinase, type 1 gamma

'solute carrier family 9

J. member §

Pipdkab ‘phosphatidylinositol-5-phosphate 4-kinase, type I, beta
Cond3d oy b3
Rpap1

‘EP300 \n(eracﬂng |nh|b|(or of ¢ dlﬂeren(latlon 1

'CD99 antigen

ArfGAP with RhoGAP ds
DNA segment, Chr 9, ERATO Doi 2

peat and PH domain 1

scw -like 1 (S. cerevisiae)
igopepli

|megnn alpha FG-GAP repeat

\CD99 antigen-like 2

‘phosphofructoki

Digapd discs, farge h

Plod3 lysine,

ZMhx3 zinc finger homeobox 3

Crict 'CREB regulated tran:

Mylk2 imyosin, light polypeptide kinase 2, skeletal muscle
Ubra Ubiquitin protein figase £3

ifitm3 interferon induced protein3

Zinc and ring finge

ik RIKEN cDNA 2310044H10 gene

repetitive marix 2

6030439D06Rik

RIKEN cDNA 6030439006 gene

Myoi8a myosin XVIIIA

Trim28 rite mot

Poirdf IA) 11l (DNA directed)
Ubap2 ‘ubiquitin-associated protein 2

RAD23a homolog (S. cerevisiae)

isolute carrier family 27 (fatly acid fransporter). member 1
voltage gated channel

Shab-related subfamily, member 1

PHD finger protein 12

walyl-tRNA yn(hetase

ankynn repeat domain 9

izinc finger protein 746
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Gene Symbol G
cadherin 13
disabled homoiog 2 (Drosophila

and F-actin binding protein
'spinster homolog 2 (D i
family with sequence similarity 168, member A
brain protein I3

transmembrane protein 52
RIKEN cDNA 1110036003 gene

giutathione p
/G protein-coupled recepfor kinase &

itin sulfate 1
‘Myb-related transcription factor, partner of profilin

Rik Rl cDNA 2310(

iring finger protein 1
/AT hook, DNA binding mofif, containing 1

FK506 binding protein 8
‘autophagy-related 9A (yeast)

tin reguiator 2
‘amino-{erminal enhancer of Spiit

ifiotiliin T o

sterile alpha motif domain containing 4B
‘paxillin

tr

ipartite mot i

\TP-binding casseite, sub-family A (ABCT), member 7
‘amidohydrolase domain containing 2

iserum response factor

INOBO complex subunit B

‘meteorin, glial cell differentiation regulator

solute carrier family J. member 1

ngie-minded homolog 2 (D
TaiD DNase domain containing 2
protein kinase
'EF-hand calcium binding domain 4A
'RIKEN cDNA A730011L0T gene

IKF-type splicing regulatory protein
ion molecule 1

ily, member 13
2

'smoothelin
iing finger protein 31

famin A

ski sarcoma viral oncogene homolog (avian)
protein 2

limb-bud and heart

RAS p21 protein activator 4

integrin beta 6

iproline fich 12

ladybird homeobox homolog 1 (Drosophiia)

Rho guanine exchange factor (GEF) 1
'CUE domain containing 1

ubiquilin 4

'STO0P binding profein

RIKEN cDNA 4833447P13 gene

ecific brefeidin A-resisiance facior 1
solute carrier family 16 ic acid
rii 24
‘solute carrier family 25, m
‘casein kinase 1, epsilon
D

.capicua homolog (D
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Gene Symbol |G
HLA-B

'G patch domain containing 8
{SHB/ankyrin domain gene 3

‘docking protein 4

finger protein 358

frizzled homolog 4 (Drosophila)

N CONA 6430527G18 gens
catechol-O: 1
iphosphatidylinositol transfer protein, membrane-associated 2

collagen, fype

irafficking protein, kinesin binding 1
kinase 2
ith seq i

1 i
Alf5 clivating facto
9130404D08Rik RIKEN cDNA 9130404D08 gene

Syvni isynovial apoptosis inhibitor 1, synoviofin
Ubl7 ubiquitin-fike 7 (bone marrow stromal cell-derived)
Mbd3 ‘methyl-CpG binding domain protein 3

nuclear receptor co-repressor 2

transcript 2

IKDEL (L

Srcap 'Snf2-related CREBBP activator protein
Pazgd proliferation-associated 2G4

cillary neurotrophic factor receptor
{transcription factor EB
3CL:

protein tyrosine

lycan anchor
tensin fike C1 domain-containing
di 3

iy with sequence similarity 114, member A2
ribonucleoprotein, PTB-binding 1

zinc finger profein
perlecan (heparan sulfate 2)
leukocyte receplor cluster (LRC) member 8

ik RIKEN cDNA 933016 1A08 gene

ubiquitin ligase activator of NFKB 1

g (Iysine methyliransferase) 8

T domain |

iRnﬂ 25 ing finger protein 125
calcium channel, voltag

nding casseite, sub-family A (ABC1), member 2
family with sequence similarity 103 member A

istone cell oycle regulation defeciive homolog A (S
tyrosine kinase with i in-like and EGF-like domains 1
. Cl i

nc finger and BTB domain containing 39
lleucine rich repeat containing 20

c iZinc finger, DHHC domain containing 18
Ppp2r3d protein 2 (formerly 2A), regufatory subunit B", delta

|Sic25a23 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 23

EN cDNA 1110054M08 gene
wvascular endothelial growth factor B

RIKEN cDNA 2310028H24 gene
i grcwlh lac(or be(a 1

iprolein iyrosine
Podxi2 ‘podocalyxin-iike 2

Coro2b coronin, actin binding protein, 28
Jund Jun proto-oncogene related gene d

zinG finger protein 385A

factor
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Gene Symbol

in family, member A

solute carrier family 16 lic acid , member 3

sine ocuiis-binding protein homolog (Drosophila)

'poly(rC) binding protein 4

AT rich interactive domain 3B (BRIGHT-like)

family with sequence similarity 57, member B

binding protein 1

.CDC42 effector protein (Rho GTPase binding) 4

Notch gene homolog 3 (i

zinc finger protein 579

zinc finger protein 395
A4

nuclear receptor subfarily 1, group D, member 1

it RIKEN cDNA A230071A22 gene

‘adaptor protein complex AP-2, alpha 1 subunit

cysteine and glycine-ich profein 2 binding protein

core-binding factor, runt domain, alpha subunit 2,

10, 3 (human)

collagen. fype I, alpha 1

branched chain

family with sequence similarity 110 member A

iE: factor 2

fwo pore channel 1

RAD23b homolog (S. cerevisiae)

basic 2

steroid sulfatase

unc-5 homolog A (C. glégans)

predlcted gene 12689

alpha, class 1B, member 1

in adjacent to zinc finger domain, 2A
KDWH Iysine (K)-specific 68

WD and

'mitogen-activated protein klnase klnase kinase 10

sequence C79818

prostate tumor over

gen:
voltage gated channel, Shaw related subfamily, member 1
(RNA) Il (DNA directed) A

lysine (K)-specific
MYC i

2A
Zinc finger protein (purine-binding iption factor)

nuclear factor I/C

orphan 1

lated CTD- i factor 1

dual specificity 23

matrix i 15

kinesin light chain 2

Rho GTPase activating protein 10

myelin protein zero

activator receptor delta

RASD famlly, member 2

initiation factor 4E binding protein 2

alany]

 protein 109

kinase

ity regulanng kinase 4

low density lij lated protein 5

RIKEN CDNA 4930572J05 gene

RIKEN cDNA 2700094K13 gene

1
in W, muscle 1

vacuolar protein sorfing 4b (yeast)

initiation factor 5

solute carrier family 25 carrier, Graves disease

member 16

RIKEN cDNA 3110001122 gene

kinase inhibitor 1B

énzyrme homoiog 1 (S

RAB b subunit

ribosomal protein S11

syntaxin 12

ribosomal protein L7

PWF'1 homolog (S.

ribosomal protein L42

ribosomal protein S5

t-complex protein 1

C13 homolog (S.

protein arginine N- 7

PRP39 pre-mRNA factor 39 homolog (yeast)
bindi protein 2

- c reductase, Rieske iron-sulfur ide 1

bi
i
succinaie complex, subunit A, in (Fp)

DAZ protein 2

nuclear receptor binding protein 1
; g 4

profein
1. acid lysosomal

periphilin 1

‘muscle glycogen phosphorylase

prohibitin 2

actin related profein 2/3 complex, subunlt 2

obscurin, ing RROGEF
of inner mi i 50 homolog (yeast)

TRMT (RNA 7 homolog (S.

LiM domain binding 3

inter ated reguiator 2

brain is oncogene

DnaJ (Hsp40) homolog, subfamily C, member 1

v-ral simian leukemia viral oncogene homolog A (ras relafed)

flightless | homolog (Drosophila)

\SEC62 homolog (S.

helicase DNA binding protein 8

RIKEN cDNA 9430021M05 gene

dynactin 2

'sex comb on midieg homolog 1
1

oxidative stress induced growlh \nhlbl(or 1

radical S-adenosyl dom: ining 1

Cxcl14

(C-X-C motif) ligand e

mitogen-activated protein kinase kinase kinase 7

Map3Kk7
S

'special AT-rich sequence  binding protein 1

rhombold

repea( domam 28

Bat3 A8 fated transcript 3
MAP kinase-activated protein kinase 2

R3hdm2 R3H domain containing 2

Tooel b folding cofacior E-TRe

Gelc Tigase, catalytlc subunit

[Dusp10 dual specificity

Lmod LIM domain only 4 _

Nudt11

nudix linked moiety X)-type motif 11
iti it 1c




