Online Resource 1. Genes changed in expression by at least two diets(p<0.01) in intestine

Gene Symbol "Gene Title SM) SS) (YS) FC(SM)

ligand (TNF superfamily, member 6) . X | . 3.63
olichyl pyrophosphate phosphatase 1 . i 0.0013 00417 1.37
'Janus kinase 2 . . | | -1.08
-1.33
hospholipase A1 member A k
1.86/
{ . 1.64
mphoid-restricted membrane protein . . g / 1.29)
:aminoadipate aminotransferase | . | . d .54 -2.91
tlow density lipoprotein receptor-related protein 5 1 | .44 ; 3.92
\dystrophia myotonica-protein kinase . ! 3.32
ialanyl (membrane) aminopeptidase ! . : . E g 2.62
Polr2a :polymerase (RNA) Il (DNA directed) polypeptide A : . ' ) d 2.52
Rasa2 'RAS p21 protein activator 2 | . K d 2.33
Sciy iselenocysteine Ivase ! . ! . i R d 2.33
Leng8 ukocyte receptor cluster (LRC) member 8 . . . § 2.29
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avin containing monooxvgenase 2.06;
C 2.05
itransformer 2 alpha homolog (Drosophila) 2.04!
:microtubule associated monoxygenase, calponin and LIM domain containing 2 2.03

0US sarcoma oncogene

Slc25a42 isolute carrier family 25, member 42
Ppargcia iperoxisome proliferative activated receptor, gamma, coactivator 1 alpha
Capn1 ‘calpain 1

lirh ‘Indian hedgehog

Phf1 iPHD finger protein 1

Zbtb7b nc finger and BTB domain containing 7B

 Tmem50b itransmembrane protein 508

: B 03312 0.0066| 0.0078]
:actinin alpha 4
'SPRY domain containing 3
D ‘disabled homolog 2 (Drosophila) interacting protein
Adipor1 iadiponectin receptor 1
Atp6v0al iATPase, H+ transporting, lysosomal VO subunit A1
Nat6 iN-acetyltransferase 6
Vasp ivasodilator-stimulated phosphoprotein
Arid2 {AT rich interactive domain 2 (ARID, RFX-like)
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1.58

ngiotensin | converting enzyme (peptidyl-dipeptidase A) 1 1.58

1.562

K 1.51

Cdk18 yclin-dependent kinase 18 . . | .0033 d 1.51
Eif4ebp2 ieukaryotic translation initiation factor 4E binding protein 2 : . ] . . 4 d 1.48]
Mixipl 'MLX interacting protein-like : | ] d 1.48,
Dhrs11 idehydrogenase/reductase (SDR family) member 11 | . . [ Rk d 1.47/
2810432L12Rik " 'RIKEN cDNA 2810432112 gene i 01011 X .0007 . . 1.46
Sox13 iSRY-box containing gene 13 ! . ' . . 5 1.45
Mbd1 methyl-CpG binding domain protein 1 . X | ) - 1.43
F i i imilari . K 1.4
P like 2 (Drosophilay ) . . . ' 1.4
1.37|

3 1.36

Pixnb2 plexin B2 . . . . 1.35
T 1.34
1.34]

1.3

biquitin protein ligase E3 component n-recognin 5 . ; . o 1.24

isuperoxide dismutase 2, mitochondrial : . ! . B -1.19]

ipolymerase (RNA) Il (DNA directed) polypeptide F ] . : . g -1.38]

:mortality factor 4 iike 1 : . .003¢ 4 -1.43

:NAD(P)H dehydrogenase, quinone 1 ' . . d -1.47]

iproteasome (prosome, macropain) 26S subunit, non-ATPase, 14 i . ) 4 -1.52

iCOP9 (constitutive photomorphogenic) homolog, subunit 3 (Arabidopsis thaliana) . 14 J -1.53]

:PEST proteolvtic signal containing nuclear protein : . .0094 o -1.55

‘prefoldin 5 | 3 X . 4 -1.56

1alcohol dehvdrogenase 5 (class III), chi polypeptide j . 4 -1.57

) i -1.59

tratricopeptide repeat domain39B 01691 . . . -1.62

-1.64

-1.67

-1.68

=157

-1.75]

Tprkb p53rk binding protein . . . d =179
Ppp1ch iprotein phosphatase 1, catalytic subunit, beta isoform R . J -1.82]
Fzd4 frizzled homolog 4 (Drosophila) . .003 d -1.89
Nans iN-acetylneuraminic acid synthase (sialic acid synthase) : 0.0996 ! 0.0038 | -1.99 -1.97|
Cod icarboxypeptidase D : 0.0467 0.0019 -2.02 -2.04
Homer2 ihomer homolog 2 (Drosophila) | 0.0615 0.0078 | . 4 -1.95 -2.25
Slc5adb isolute carrier family 5 (neutral amino acid transporters, system A), member 4b : 0.6943 0.0075 | 2 -2.16 -2.44
Ndufab1 {NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1 | 0.2459 0.0045 | -2.45 -3.07
Sepw1 :selenoprotein W, muscle 1 : 0.0000 0.0000 | 0.0000 X 8.15 7.15
2700094K13Rik  RIKEN cDNA 2700094K13 gene | 0.0005 0.0016 | 0.0000 5.25 3.82 4.73
i 4.34 4.06 4.69]
3.63 2.74 2.95

eiodinase, iodothyronine, type | . ! . X 3 1.95 2.87 2.28
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Gene Symbol _ Gene Title "p-value (SM) _p-value (SS) _|p-value (YS) _FC (SM) FC (55) FC (YS)
Pias1 iprotein inhibitor of activated STAT 1 ] 0.0083} 0.0087 | 0.0000 1.27 1.61

Pnpo :pyridoxine 5'-phosphate oxidase ; 0.0035¢ 0.0064 | 0.0016 1.25 1.2




