Supplementary Materials

Supplementary Figures

Plotted SNPs. | N I N S OO O O O

2 ~ 100
10 —

0.8 .

05 rs118551

0.4 ~ — 80

—log1o(p—value)

(qn/IN0) 81es uoneuIqodaY

FOXIG 1— < MIR548AI
1t
C140rf23— < PRKD1
(2] Pt
[ I I | i
28.5 29 29.5 30

Position on chr14 (Mb)

date: Tue Dec 9 00:51:46 2025
build: hg19
display range: chr14:28230000-30240000 [28230000-30240000]
hiliterange: 0-0 [0-0]
reference SNP: chr14:30000405
number of SNPs plotted: 5053
min P: 2.33E-10 [chr14:30017039]
max P: 9.99E-1 [chr14:29868188]

Fig. S1 Genetic association of single-nucleotide polymorphisms (SNPs) spanning the FOXG1 and

flanking regions with schizophrenia in the GWAS of 74,776 cases and 101,023 controls.
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Fig. S2 Identification of potential FOXG1 binding sites at synapse-related gene loci by Integrative

Genomics Viewer (IGV) peak plot. CUT&Tag assay with a FOXG1 antibody revealed enrichment

peaks at the promoter regions of Shank3, Nrxnl, and Pten (regions highlighted in grey), suggesting

that FOXG1 directly binds to and regulates the transcription of these SCZ risk genes.



Supplementary Tables

Table S1 Primers for gPCR

Gene Sequence

Grm3 Forward: 5’-GGAGTCATTGGCGGTTCGTACAG-3’
Reverse: 5’-TGGCACTGGTGGAGGCGTAG-3’

f-actin  Forward: 5°-TGAGAGGGAAATCGTGCGTGAC-3’

Reverse: 5°-GCTCGTTGCCAATAGTGATGACC-3’

Table S2 Primer for luciferase reporter vector construction

Gene

Sequence (5°—3”)

Grm3

Forward: cgagctcttacgegtgctagcCCCCCTGGCAGATAGATATGTAGG

Reverse: acttagatcgcagatctcgagAATATGCACATATTTATCGTCTCCATT

Table S3 Differential expression profile of 128 synaptic-related genes in Foxg/ cKO mice

Gene name Foxgl ¢cKO_FPKM Control_FPKM log,FC Q-value Up/Down
Ank3 9.151323766 0.578564748 3.983430121 8.91555E-78 UP
Actr3 0.109473777 28.78129445 -8.03840234 1.64109E-66 DOWN
Nrdal 17.51591664 584.6769929 -5.06090143 3.27195E-64 DOWN
Pten 0.144607772 19.12501154 -7.04717172 3.93064E-62 DOWN
Shank2 3.433395236 0.054098466 5.987904436 3.59080E-57 UP
Elavl4 5.030285276 0.068193918 6.204853331 6.06958E-57 UP
Nr3c2 3.943713484 0.039130808 6.655106022 9.66083E-54 UP
Srcinl 41.57995939 5.513488396 2.91485104 1.06116E-53 UP
Pptl 0.245027734 29.42428385 -6.90791844 4.91789E-52 DOWN
Vampl 7.755812123 0.729899454 3.409508209 5.29583E-51 UP
Gitl 0.271567671 27.59074873 -6.66672905 1.53313E-50 DOWN
Arl6ip5 0.162445572 84.94224939 -9.03038209 6.6140E-49 DOWN
Adrb2 0.218615505 55.62743663 -7.99125709 1.08533E-46 DOWN
Mef2a 0.067355766 8.343679499 -6.95273848 2.42658E-43 DOWN
Kalrn 2.38070752 0.252754802 3.235579983 2.78753E-43 UP
P2rx7 7.067569172 0.818906484 3.109443481 1.61582E-42 UP
Adam10 0.112690754 16.40106551 -7.18527658 1.65206E-41 DOWN
Grml 3.808293112 0.284622736 3.742021705 5.76047E-41 UP

Grn 2.1963923 40.84118706 -4.21681714 1.09369E-36 DOWN
Maoa 1.349109912 36.40721542 -4.75414461 2.16172E-35 DOWN
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