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Pi5-1/Pi5-2 NBS-LRR Receptor Dongjin japonica own promoter OX yes nd nd 6 nd nd nd nd Lee et al. 2009 Os09g15840 yes

OsLOL2 zinc finger signaling Nipponbare japonica constitutive OX nd 50% nd nd 14 nd nd reduced height Xu and He 2007 Os01g42710 yes

OsLSD1 zinc finger signaling Nipponbare japonica constitutive RNAi yes nd nd nd nd nd + lesion mimic Wang et al. 2005 Os08g06280 yes

OsMPK6 MAP kinase Signaling Zhonghua 11 japonica constitutive

RNAi and 

KO

nd 93% nd nd 5 + no change lesion mimic Yuan et al. 2007 Os10g38950 yes

OsPti1 

(ttm1)

Cytoplasmic kinase Signaling pti1a japonica constitutive KO yes 90% nd nd nd + nd lesion mimic Takahashi et al. 2007 Os05g04520 yes

XB15 Protein Phosphatase 2C Signaling Kitaake japonica constitutive KO nd 50% nd nd nd + nd lesion mimic Park et al. 2008 Os03g60650 no

OsRAR1 integrin beta-1-binding protein 2 Signaling TP309 japonica constitutive OX yes 25% nd 2 no nd nd nd Wang et al. 2008 Os02g33180 no

OsSGT1 co-chaperone Signaling TP309 japonica constitutive OX yes 33% nd 2 no nd nd reduced height Wang et al. 2008 Os01g43540 yes

OsAT1 (spl18) transferase family protein Signaling Nipponbare japonica constitutive OX 75% 70% nd nd nd + nd lesion mimic Mori et al. 2007 Os10g11980 yes

OsGH3.8 Indole-3-acetic acid-amido synthetase GH3.8 Signaling Minghui63 indica constitutive OX nd 20% nd nd nd nd - reduced height Ding et al. 2008 Os07g40290 yes

OsFAD7/FAD8 Fatty acid desaturase signaling Taichung 65 japonica constitutive RNAi 69% nd nd nd nd no change nd reduced height Yara et al. 2007 Os03g18070 yes

Rack1

Guanine nucleotide-binding protein subunit beta-

like protein

signaling Kinmaze japonica constitutive OX 50% nd nd nd nd + nd nd Nakashima et al. 2008 Os01g49290 yes

rTGA2.1 Transcription factor HBP-1b TF Liao Geng japonica constitutive

RNAi and 

dominant 

negative

nd 67% nd nd nd + no change reduced height Fitzgerald et al. 2005 Os07g48820 yes

OsSpl7 heat stress transcription factor protein TF

spl7

mutant

japonica constitutive KO yes nd nd nd nd nd nd lesion mimic

Yamanouchi et al. 2002; 

Yin et al. 2000

Os05g45410 yes

OsWRKY89 WRKY TF protein TF

Xiushui 11      Zhonghua 

17

japonica constitutive OX 88% nd nd nd nd nd nd reduced height Wang et al. 2007 Os12g02440 yes

Rir1b PR protein PR TP309 japonica constitutive OX 78% nd nd nd nd nd nd nd Schaffrath et al. 2000 Os10g41999 yes

chi11 Chitinase PR Pusa Basmati1 indica constitutive OX nd nd 62% (

R. solani

) nd nd nd nd nd Sripriya  et al. 2008 Os06g51050 yes
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1: OX: over-expresser; KO: knock-out mutant.
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