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Fig. S2 Map of the 3A-08341 Postech line (A16772 FST targeted) and the insert position in exon 2 of the FPGS Os03g02030 gene. Several restriction sites in the wild type rice chromosome are shown. For the southern analysis, the EcoRI enzyme was used. The FPGS 03g02030 gene is cut at a single site by EcoRI in intron 7. Another EcoRI site is outside this FPGS gene. The T-DNA insert from the pGA2715 vector has four EcoRI sites, E1, E2, E3 and E4 at 3769 bp, 6151 bp, 6784 bp and 8194 bp, respectively. When genomic DNA of the wild type rice was digested by EcoRI enzyme, the 5500 bp fragment was detected by using the gene- specific probe. This diagram was modified from OrygeneDB website (http:iorygenesdb.cirad.fr/index.html).
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