RFC1 analyses_ 05-03-25_CV

RFC1 gene related diseases test 05-03-25 CV
Test sample: 250078

Flank PCR analysis for reference repeat AAAAG allele

PCR products were amplified by AmpliTag DNA polymerase using a simple protocol
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RP-PCR analysis for reference repeat AAAAG allele
Negative control:
1 160093-veF 02 1 [RFC1 RPAAAAG 160083-ve [None T [}
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Positive Control:
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[REC1 RPAAAAG 170242-veE021sa [RFC1 RPAAAAG 170242.ve
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Blank:

[RFC1 RPAAAAG blankGo2.fsa | RFC1 RPAAAAG blank
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Test sample 250078(1):

[RFC1 RPAAAAG 250076.1C02.1sa [RFC1 RPAAAAG 250078.1
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Test sample 250078(2):
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FC1 RP 5007 1 RFC1_RPAAAAG 2500782
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RP-PCR analysis for alternative variable penetrance repeat AAAGG allele

Negative control:

[REC1 _RPAAAGG 160093-veF04 fsa RFC1_RPAAAGG 160093-ve

None _ ]
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Blank:
[REC1 RPAAAGG blankGo4 (sa [RFC1 RPAAAGG blank [None | &
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Test sample 250078(1):

[REC1_RPAAAGG 250078.1C04.fsa [RFC1_RPAAAGG 250078.1 [None ]
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Test sample 250078(2): J

[REC1 RPAAAGG 250078.2D04.fsa RFC1 RPAAAGG 250078.2 None
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RP-PCR analysis for alternative pathogenic repeat AAGGG allele

Negative control:
1 1 F08 |RFC1 RPAAGGG 160093-ve | None |
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Test sample 250078(1):
[RFC1 RPAAGGG 250078.1C06.Isa {RFC1 RPAAGGG_250078.1 [ None [E]

Test sample 250078(2):

[RFC1 RPAAGGG 250078.2D06 fsa [RFC1 RPAAGGG 250078.2 [None | B
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Long range PCR analysis for pathogenic expansion

PCR products were amplified by Phusion Flash High-Fidelity PCR Master Mix using a long
extension step.
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