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[bookmark: _Toc201314207]1.1 Soil Incubation

[bookmark: _Toc95398924][bookmark: _Hlk95428575]After sampling soils from the field, the maximum water holding capacity (WHC) of the soil was measured following the ISO DIS 11268-2. The ISO 11465 was applied to the quantification of soil water content on the same day of soil sampling. During the soil incubation period, the water content in soils was maintained at 50% of WHC. The soils were incubated for two months in the greenhouse building Nr. 24 in Ostermundigen, Switzerland, until equilibrium in As concentrations between the soil and the soil water phases. 

[bookmark: _Toc96176443][bookmark: _Toc201314208]1.2 Chemical Characterization of Soils

[bookmark: _Toc93048288][bookmark: _Toc96510124][bookmark: _Toc157761970][bookmark: _Hlk83906314]Table S1. Characteristics of native soil (NS) and disturbed soil (DS)
	[bookmark: _Hlk83907498]
	pH
	Clay
	Silt
	Sand
	Corg
	N
	S

	
	
	[%]
	[%]
	[%]
	[g kg-1]
	[g kg-1]
	[g kg-1]

	Native Soil (NS)
	7.03 ± 0.06
	17.27 ± 0.76
	66.04 ± 1.04
	16.69 ± 0.30
	21.92 ± 0.12
	2.70 ± 0.07
	0.37 ± 0.03

	Disturbed Soil (DS)
	7.14 ± 0.07
	17.96 ± 0.80
	70.95 ± 2.48
	11.09 ± 3.21
	22.79 ± 0.08
	2.76 ± 0.09
	0.42 ± 0.07

	
	CEC
	Na
	Mg
	Al
	K
	Mn
	Fe

	
	[mmolc kg-1]
	[g kg-1]
	[g kg-1]
	[mg kg-1]
	[g kg-1]
	[g kg-1]
	[g kg-1]

	Native Soil (NS)
	268.41 ± 3.40
	0.33 ± 0.01
	2.21 ± 0.02
	11.25 ± 7.30
	2.40 ± 0.06
	0.03 ± 0.00
	21.71 ± 0.20

	Disturbed Soil (DS)
	282.83 ± 1.12
	0.32 ± 0.05
	2.23 ± 0.03
	10.72 ± 0.54
	2.64 ± 0.04 g
	0.21 ± 0.00
	22.21 ± 1.43


[bookmark: _Toc89203133][bookmark: _Toc95398923][bookmark: _Toc96176444][bookmark: _Hlk95428132]Values are reported as mean ± standard deviation.Corg: soil organic carbon
CEC: soil cation exchange capacity
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[bookmark: _Toc95399913][bookmark: _Toc96176559][bookmark: _Toc201760022]Figure S1. (a) Preparation of microbial extracts in a concrete mixer and (b) sieving of their supernatants

[bookmark: _Toc95398925][bookmark: _Toc96176445][bookmark: _Toc201314210]1.4 Maize Biomass Estimation Model

To control soil WHC, maize biomassneeded to be estimated without harvesting the plants during growth. This model was developed to correlate maize fresh biomass with their green pixel areas (Figure S2). With the model we could estimate their fresh biomass over time. 72 maize plants were grown, and images of three plants were captured using a conventional camera biweekly for four months. They were also harvested to determine their actual fresh biomass. In our experiment, this estimation model was used during maize cultivation to control soil WHC.
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[bookmark: _Toc95399914][bookmark: _Toc96176560][bookmark: _Toc201760023]Figure S2. Maize fresh biomass estimation model

[bookmark: _Toc96176447][bookmark: _Toc201314211]1.5 Plant Cultivation

In each pot, three maize kernels were placed on the soil surface in the middle of the pot with the embryo facing upwards. The kernels were then pressed 15-20 mm into the soil with one finger  and covered with loose soils. For the first 1.5 days after the sowing, pots were watered from the saucers. During this period, maize required more water so that water content was adjusted to 80% of WHC. After three to four days of germination, pots were watered regularly from the top, and the weights of pots were recorded weekly to keep at 50% of WHC. The needed watering mass was calculated from the differences between the targeted mass corresponding to the requested WHC amount and the estimated growing biomass of maize. The fresh biomass of maize was estimated using the model derived from the side experiment above. 

[bookmark: _Toc96176448][bookmark: _Toc201314212]1.6 Plant Harvest

Maize was harvested after four months of growing. Aerial plant tissues were cut approximately 1 cm above the soil surface and separated into roots, stems, leaves, and cobs (grains). Roots were first cleaned with distilled water to remove most soil particles from the root surface and then washed with Milli-Q water (> 18.2 MΩ∙cm at 25°C). Before the determination of dry biomass, each plant part was dried in an oven at 70°C for about 72 hours until constant weight was reached . After the measurements of dry biomass, further trace elemental analyses were applied.

[bookmark: _Toc201314213]2 Results

[bookmark: _Toc157761971][bookmark: _Hlk157432302]Table S2. N-β-acetylglucosaminidase, acid phosphatase, β-glucosidase, β-xylosidase and cellobiohydrolase were measured to determine soil functioning in different As treatments. Variables were untransformed (§), log transformed (¥), square-root transformed (∞) or ranked transformed (ⴕ) to meet the requirements to perform the analysis. F-values and significance levels for a two-way ANOVA with arsenic and time point as separate factors and their interaction term are shown. p-values: *p < 0.05 and ***p < 0.001. Different letters indicate statistical significantly differences among treatments.
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[bookmark: _Toc157761972]Table S3. Maize height and dry biomass were measured weekly and at the end, respectively, determining plant performance in different As treatments. Variables were untransformed (§), log transformed (¥), sqrt transformed (∞) or ranked transformed (ⴕ) to meet the requirements to perform the analysis. F-values and significance levels for a two-way ANOVA with arsenic (As) and time point (Ti) with their interaction for plant height and only the factor As for biomass. p-values: ***p < 0.001. Different letters mean statistically significant differences among treatments.
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[bookmark: _Toc201760024]Figure S3. Rarefaction of soil bacterial and fungal communities over time
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[bookmark: _Toc201760025]Figure S4. Changes in BBCH-scale of maize over time under microbial disturbance and As treatments
[image: Ein Bild, das Text, Diagramm, Screenshot, Rechteck enthält.

Automatisch generierte Beschreibung]
[bookmark: _Toc201760026]Figure S5. Changes in (A) BBCH-scale and (B) leaf numbers under soil and As treatments. Data were mean values ± standard error. Pairwise comparisons were explored and reported using CLD letters. Different CLD letters indicated a statistically significant difference between emmeans (p < 0.05).


[bookmark: _Toc157761973]Table S4. Alpha diversity for soil microbial community
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[bookmark: _Toc157761975]Table S6. Alpha diversity and pairwise test for plant-associated microbiomes (soil, roots, leaves, and grains)
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[bookmark: _Toc157761976]Table S7. Beta diversity for plant-associated microbiomes (soil, roots, leaves, and grains)
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[bookmark: _Toc157761977][bookmark: _Hlk97109251]Table S8. The p values of univariate ANOVA statistical analysis on plant health parameters
	Independent variables
	Plant height
	Fresh biomass
	BBCH-scale
	Leaf numbers
	Chlorophyll
	Damage scale

	Microbial disturbance
	***
	***
	***
	***
	***
	***

	As treatment
	***
	***
	***
	***
	***
	***

	time
	***
	***
	***
	***
	***
	***

	Microbial disturbance × As treatment
	***
	0.024*
	***
	***
	***
	***


× interaction terms
***: p < 0.001 (significant at α = 0.001); *: significant at α = 0.05

[image: Chart, box and whisker chart

Description automatically generated]
[bookmark: _Toc201760027]Figure S6. Changes in plant height under microbial disturbance and As treatments
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[bookmark: _Toc201760028]Figure S7. Changes in fresh biomass under soil and As treatments
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[bookmark: _Toc201760029]Figure S8. Changes in the leaf numbers over time under soil and As treatments
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[bookmark: _Toc201760030]Figure S9. Changes in the chlorophyll content in maize leaves over time under soil and As treatments 
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[bookmark: _Toc201760031]Figure S10. Damage scale of leaf spot under soil and As treatments. Red dots represent the outliers. A line instead of a box is due to the data concentration.
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[bookmark: _Toc201760032]Figure S11. The concentrations of essential nutrients (a) P; (b) Mn in maize stem under soil and As treatments. Minimum level stands for the average concentrations of these mineral elements in the dry stem required for adequate plant growth .
[bookmark: _Toc100401427][bookmark: _Hlk99127299]
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[bookmark: _Toc157761978]Table S9. The estimated marginal means (emmeans, R Package) of totAs concentration and As species concentrations in maize roots
	Treatments
	totAs 
µg/kg
	inAs 
µg/kg
	orgAs 
µg/kg
	orgAs 
%
	MMAV
µg/kg
	DMAV
µg/kg
	TMAO
µg/kg

	As0-NS
	1277.29 ± 259
	655.92 ± 140
	20.09 ± 4.84
	2.97 ± 0.63
	4.82 ± 1.34
	9.67 ± 2.61
	4.28 ± 1.24

	As0-RS
	1986.79 ± 402
	1043.37 ± 223
	40.67 ± 9.79
	3.75 ± 0.79
	9.31 ± 2.59
	21.21 ± 5.72
	9.10 ± 2.64

	As0-DS
	2045.62 ± 414
	1202.37 ± 257
	53.86 ± 12.96
	4.29 ± 0.90
	10.26 ± 2.86
	26.89 ± 7.25
	15.82 ± 4.57

	As100-NS
	21402.44± 3627
	23725.32 ± 3920
	108.11 ± 20.15
	0.45 ± 0.07
	20.34 ± 4.39
	50.61 ± 10.57
	25.92 ± 5.79

	As100-RS
	35563.44 ± 6027
	41399.20 ± 7650
	173.79 ± 36.21
	0.42 ± 0.08
	27.75 ± 6.70
	62.81 ± 14.67
	74.87 ± 18.71

	As100-DS
	54131.32 ± 9173
	63427.99 ± 11700
	322.62 ± 67.23 
	0.50 ± 0.09
	43.08 ± 10.39
	132.55 ± 30.95
	115.03 ± 28.75

	As200-NS
	63521.76 ± 10765
	75844.48 ± 12500
	161.61 ± 30.12
	0.21 ± 0.03
	26.37 ± 5.69
	64.63 ± 13.50
	32.97 ± 7.37

	As200-RS
	46344.70 ± 8279
	52526.19 ± 19400
	295.31 ± 123
	0.56 ± 0.20
	39.18 ± 18.90
	63.34 ± 29.58
	188.98 ± 94.46

	As200-DS
	52669.58 ± 10668
	69804.82 ± 25800
	276.89 ± 115
	0.40 ± 0.14
	34.23 ± 16.51
	123.65 ± 57.75
	109.02 ± 54.49


± standard errors

[bookmark: _Toc100401428][bookmark: _Toc157761979]Table S10. The emmeans of totAs concentration and As species concentrations in maize stem
	Treatments
	totAs 
µg/kg
	inAs 
µg/kg
	orgAs 
µg/kg
	orgAs 
%
	MMAV 
µg/kg
	DMAV
µg/kg
	TMAO
µg/kg

	As0-NS
	42.47 ± 9.29
	48.12 ± 11.30
	6.63 ± 1.75
	12.04 ± 2.78
	0.85 ± 0.26
	2.27 ± 0.67
	3.37 ± 1.07

	As0-RS
	155.25 ± 31.45
	102.86 ± 20.30
	8.58 ± 1.91
	7.67 ± 1.50
	0.70 ± 0.18
	3.34 ± 0.83
	4.43 ± 1.18

	As0-DS
	111.61 ± 22.61
	72.29 ± 15.40
	8.73 ± 2.10
	10.73 ± 2.27
	0.69 ± 0.19
	3.39 ± 0.92
	4.61 ± 1.33

	As100-NS
	1243.77 ± 211 
	1129.21 ± 197
	15.86 ± 3.12
	1.38 ± 0.24
	1.54 ± 0.35
	8.40 ± 1.85
	5.40 ± 1.27

	As100-RS
	3235.71 ± 549
	2612.71 ± 432
	19.65 ± 3.66
	0.75 ± 0.12
	4.08 ± 0.88
	6.99 ± 1.46
	7.92 ± 1.77

	As100-DS
	3221.61 ± 546
	3058.78 ± 565
	27.91 ± 5.82
	0.90 ± 0.16
	6.92 ± 1.67
	9.15 ± 2.14
	11.13 ± 2.78

	As200-NS
	5551.31 ± 941
	2061.47 ± 867
	22.95 ± 4.51
	1.19 ± 0.20
	2.77 ± 0.63
	11.62 ± 2.56
	6.48 ± 1.53

	As200-RS
	10787.09 ± 1927
	7665.46 ± 5115
	66.99 ± 13.16
	1.70 ± 0.29
	7.95 ± 1.81
	23.42 ± 5.16
	30.50 ± 7.19

	As200-DS
	16358.46 ± 5062
	16270.66 ± 3470
	216.36 ± 52.06
	1.31 ± 0.28
	32.70 ± 9.11
	80.63 ± 21.74
	86.57 ± 24.98


± standard errors


[bookmark: _Toc100401429][bookmark: _Toc157761980]Table S11. The emmeans of totAs concentration and As species concentrations in maize leaves
	Treatments
	totAs 
µg/kg
	inAs 
µg/kg
	orgAs 
µg/kg
	orgAs 
%
	MMAV 
µg/kg
	DMAV
µg/kg
	TMAO
µg/kg

	As0-NS
	224.00 ± 37.96
	108.61 ± 18.00
	60.60 ± 11.23
	34.80 ± 5.69
	3.42 ± 0.74
	16.83 ± 3.52
	39.86 ± 8.91

	As0-RS
	410.83 ± 69.63
	342.60 ± 56.60
	85.72 ± 15.98
	19.74 ± 3.23
	4.04 ± 0.87
	25.39 ± 5.30
	55.16 ± 12.33

	As0-DS
	279.51 ± 52.96
	188.51 ± 34.80
	53.74 ± 11.20
	22.09 ± 4.04
	3.54 ± 0.85
	16.47 ± 3.85
	33.44 ± 8.36

	As100-NS
	1330.18 ± 225
	1115.32 ± 184
	85.71 ± 15.98
	7.10 ± 1.16
	5.55 ± 1.20
	32.94 ± 6.88
	46.12 ± 10.31

	As100-RS
	3196.80 ± 542
	2700.84 ± 447
	147.07 ± 27.41
	5.14 ± 0.84
	13.52 ± 2.92
	41.35 ± 8.64
	89.51 ± 20.07

	As100-DS
	3307.89 ± 561
	2661.00 ± 440
	173.75 ± 32.38
	6.11 ± 1.00
	13.97 ± 3.01
	50.13 ± 10.47
	107.41 ± 24.01

	As200-NS
	1313.29 ± 223
	1696.67 ± 281
	89.59 ± 16.70
	5.00 ± 0.82
	7.83 ± 1.69
	35.33 ± 7.38
	30.95 ± 6.92

	As200-RS
	4759.75 ± 807
	3956.35 ± 689
	435.85 ± 85.63
	9.88 ± 1.70
	29.38 ± 6.68
	120.94 ± 26.63
	280.37 ± 66.06

	As200-DS
	6637.53 ± 1258
	5370.38 ± 993
	642.52 ± 134
	10.64 ± 1.94
	33.55 ± 8.09
	177.81 ± 41.52
	421.76 ± 105


± standard errors
[bookmark: _Toc100401430][bookmark: _Toc157761981]Table S12. The emmeans of totAs concentration and As species concentrations in maize grains
	Treatments
	totAs 
µg/kg
	inAs 
µg/kg
	orgAs 
µg/kg
	orgAs 
%
	MMAV 
µg/kg
	DMAV
µg/kg
	TMAO
µg/kg

	As0-NS
	5.32 ± 1.16
	3.79 ± 0.81
	3.89 ± 0.94
	48.42 ± 10.22
	1.62 ± 0.45
	1.03 ± 0.28
	0.66 ± 0.19

	As0-RS
	10.38 ± 2.49
	11.85 ± 2.53
	5.87 ± 1.41
	30.80 ± 6.50
	2.06 ± 0.58
	1.90 ± 0.51
	1.68 ± 0.49

	As0-DS
	20.52 ± 4.16
	10.96 ± 2.16
	2.85 ± 0.64
	19.74 ± 3.86
	0.81 ± 0.21
	1.19 ± 0.30
	0.81 ± 0.22

	As100-NS
	46.44 ± 11.13
	26.16 ± 6.12
	4.42 ± 1.17
	14.42 ± 3.33
	0.77 ± 0.24
	2.85 ± 0.84
	0.77 ± 0.24

	As100-RS
	69.05 ± 26.17
	33.14 ± 17.3
	3.46 ± 2.04
	9.45 ± 4.88
	0.82 ± 0.56
	1.82 ± 1.20
	0.82 ± 0.58

	As100-DS
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.

	As200-NS
	77.58 ± 29.40
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.

	As200-RS
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.

	As200-DS
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.
	n.d.


± standard errors; n.d.: no data available due to the fruitless grains
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bacteria__p months larsenic 00460525 | 01107322 | 05961647 0.447 084
bacteria__p months lResidual 03701595 | 08832678 NA NA NA
bacteria b months [rotal 04162524 1 NA NA NA
bacteria |3 months larsenic 00573858 | 0117863 | 09352758 0578 084
bacteria |3 months lResidual 04295 0882137 NA NA NA
bacteria |3 months [Total 04868858 1 NA NA NA
bacteria |4 months larsenic 00523843 | 01201853 | 09562206 06 084
bacteria |4 months lResidual 03834787 | 08798147 NA NA NA
bacteria |4 months [rotal 0435863 1 NA NA NA
bacteria months larsenic 00454141 | 00986303 | 08753812 07 084
bacteria months lResidual 0415034 | 03013657 NA NA NA
bacteria months [rotal 0.4604481 1 NA NA NA
bacteria months larsenic 00599364 | 01215047 | 11106282 0257 04215
bacteria months lResidual 04317295 | 08780953 NA NA NA
bacteria months [rotal 04916663 1 NA NA NA
bacteria |1 month larsenic 0110138 | 01959982 | 1950227 0009 0054
bacteria |1 month lResidual 04517955 _| 08040018 NA NA NA
bacteria |1 month [Total 05619335 1 NA NA NA
bacteria b months larsenic 0053746 | 00877976 | 07695833 0888 0888
bacteria b months lResidual 05584122 | 09122004 NA NA NA
bacteria | months [rotal 06121582 1 NA NA NA
bacteria |3 months larsenic 00984018 | 01767168 | 15025415 0037 0111
bacteria |3 months lResidual 04584318 | 08232837 NA NA NA
bacteria |3 months [rotal 05568336 1 NA NA NA
bacteria |4 months larsenic 00647678 | 01311381 | 05055856 0574 06888
bacteria |4 months lResidual 04291224 | 08688615 NA NA NA
bacteria |4 months [rotal 04938902 1 NA NA NA
bacteria months larsenic 00524485 | 01303747 | 10434434 0281 04215
bacteria months lResidual 03498424 | 08696253 NA NA NA
bacteria months [Total 04022905 1 NA NA NA
ungi months larsenic 01024001 013041 1.0497704 0329 0579
ungi months lResidual 0682817 086955 NA NA NA
ungi months [rotal 07852171 1 NA NA NA
ungi [t month larsenic 01133928 | 01235395 | 11276288 016 048
ungi [t month lResidual 08044714 | 08764601 NA NA NA
ungi [t month [rotal 05178643 1 NA NA NA
ungi l2 months larsenic 01140591 | 01245106 | 05931826 0386 0579
ungi l2 months lResidual 07990665 | 08750894 NA NA NA
ungi 2 months [rotal 05131256 1 NA NA NA
ungi ls months larsenic 01173214 | 0115816 | 05165043 0627 07524
ungi ls months lResidual 08356768 | 0884184 NA NA NA
ungi ls months [Total 10129987 1 NA NA NA
ungi s months larsenic 01134336 | 0095414 | 0843graa 0542 0542
ungi s months lResidual 10754233 | 0504586 NA NA NA
ungi a months [rotal 1.1888569 1 NA NA NA
ungi months larsenic 01365193 | 01254367 | 1147428 0146 048
ungi months lResidual 09518326 | 08745633 NA NA NA
ungi months [rotal 10883518 1 NA NA NA
ungi months larsenic 00850337 | 01355746 | 07841894 057 057
ungi months lResidual 05421756 _| 08644254 NA NA NA
ungi months [rotal 06272093 1 NA NA NA
ungi [ month larsenic 01280611 | 01292008 | 11865628 0049 0147
ungi [ month lResidual 08631176 | 08707992 NA NA NA
ungi [ month [Total 09911786 1 NA NA NA
ungi b months larsenic 01329757 | 01662684 | 11965608 0102 0204
ungi b months lResidual 06667893 | 08337316 NA NA NA
ungi 2 months [rotal 0793765 1 NA NA NA
ungi ls months larsenic 0121421 [ 01551377 | 05462766 0643 07716
ungi ls months lResidual 06415726 | 08408623 NA NA NA
ungi [ months [rotal 07629936 1 NA NA NA
ungi s months larsenic 01410994 | 01524542 | 10733466 0258 0387
ungi s months lResidual 07843599 | 08475358 NA NA NA
ungi s months [rotal 09254593 1 NA NA NA
ungi months larsenic 01817945 | 01528145 | 14430318 0025 0147
ungi months lResidual 10078477 | 08471855 NA NA NA
ungi months [rotal 11896422 1 NA NA NA
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factors taxa Sum.Sq | Mean.Sq | F.value Pr..F.
Arsenic bacteria  [2.377944|1.188972|3.267335|0.045486
Type bacteria |1.005294|0.502647 | 1.38129 |0.259681
Arsenic:Type |bacteria [5.599781[1.3999453.847097|0.007852
Residuals bacteria  [20.37821|0.363897 NA NA
Arsenic fungi 1.992299|0.996149|1.053977|0.356164
Type fungi 2.969442|1.484721| 1.57091 |0.217941
Arsenic:Type [fungi 0.184065|0.061355|0.064917|0.978185
Residuals fungi 47.25672(0.945134 NA NA
Taxa [Type Arsenic Shannon | .group

Bacteria Leaves Oppm 4.491096 ab

Bacteria Leaves 100ppm |5.608205 b

Bacteria Leaves 200ppm |5.208572 ab

Bacteria Roots Oppm 5.612284 b

Bacteria Roots 100ppm |5.417915 b

Bacteria Roots 200ppm |5.237831 ab

Bacteria Soil Oppm 4.487711 a

Bacteria Soil 100ppm |5.580513 b

Bacteria Soil 200ppm  |5.386892 b

Bacteria Roots Oppm 2.637207 a

Bacteria Roots 100ppm |2.623109 a

Bacteria Roots 200ppm  |2.115687 a

Bacteria Soil Oppm 2.971508 a

Bacteria Soil 100ppm |3.034652 a

Bacteria Soil 200ppm | 2.70147 a

Bacteria Kernel Oppm 2.652599 a

Bacteria Kernel 100ppm |2.504857 a





image13.png
taxa Type Factors SumOfSgs R2 F p p_adj
bacteria |Leaves |Arsenic | 0.26222687 |0.1300637|0.7475475| 0.539 0.539
bacteria |Leaves |Residual | 1.75391441|0.8699363 NA NA NA
bacteria |Leaves [Total 2.01614128 1 NA NA NA
bacteria [Roots Arsenic | 0.13124326|0.0576722|1.1016323| 0.313 0.539
bacteria [Roots Residual |2.14443495|0.9423278 NA NA NA
bacteria [Roots [Total 2.27567821 1 NA NA NA
bacteria |Soil Arsenic | 0.08314095 |0.0573663|0.9128617| 0.497 0.539
bacteria |Soil Residual |1.36615893|0.9426337 NA NA NA
bacteria |Soil [Total 1.44929988 1 NA NA NA
bacteria |Leaves |Arsenic | 0.13674595 |0.1746931| 0.423341 0.5 0.9045
bacteria |Leaves |Residual | 0.64603212 |0.8253069 NA NA NA
bacteria |Leaves [Total 0.78277808 1 NA NA NA
bacteria [Roots Arsenic | 0.08702913 | 0.031394 |0.5834066| 0.982 0.982
bacteria [Roots Residual |2.68513311| 0.968606 NA NA NA
bacteria [Roots [Total 2.77216224 1 NA NA NA
bacteria [Soil Arsenic | 0.07890575|0.0529293|0.8383105| 0.603 | 0.9045
bacteria |Soil Residual |1.41187105|0.9470707 NA NA NA
bacteria |Soil [Total 1.4907768 1 NA NA NA
fungi Roots Arsenic | 0.18466969 | 0.046543 |0.4881495| 0.952 0.991
fungi Roots Residual |3.78305583 | 0.953457 NA NA NA
fungi Roots [Total 3.96772552 1 NA NA NA
fungi Soil Arsenic | 0.09865544 |0.0294988|0.4559318| 0.991 0.991
fungi Soil Residual |3.24573001 |0.9705012 NA NA NA
fungi Soil [Total 3.34438545 1 NA NA NA
fungi Kernels |Arsenic | 0.23204462|0.1079043|0.8466917| 0.502 0.991
fungi Kernels |Residual |1.91842247|0.8920957 NA NA NA
fungi Kernels [Total 2.15046709 1 NA NA NA
fungi Roots Arsenic | 0.24446003 |0.0449567|0.7060939| 0.858 0.975
fungi Roots Residual |5.19321915|0.9550433 NA NA NA
fungi Roots [Total 5.43767918 1 NA NA NA
fungi Soil Arsenic [ 0.10939953 |0.0331444|0.5142093| 0.975 0.975
fungi Soil Residual |3.19129365 |0.9668556 NA NA NA
fungi Soil [Total 3.30069318 1 NA NA NA
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