File name: Supplementary Data A
Description: The Single Nucleotide Polymorphisms (SNPs) that were used to calculate Mendelian randomization for various exposure variants (lifestyles and physical measures).
[bookmark: _GoBack]
File name: Supplementary Data B
Description: The SNPs filtered out by the Phenoscanner tool for various exposure variants (lifestyles and physical measures).

File name: Supplementary Data C
Description: The Mendelian randomization scores for CAD, T2D, and BC.
