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Supplementary Figure SF1a.  Estimated probability of detection (POD) curve and 95 % confidence interval of the HuNoV GII extracted from spiked frozen raspberries using the MSB extraction method and detected by MLR2 followed by qPCR. Upper (U) and lower (L) POD 95% confidence intervals are represented with dash and dot, respectively. Each observed value represents five extractions.







Supplementary Figure SF1b.  Estimated POD curve and 95 % confidence interval of the HuNoV GII  extracted from spiked frozen raspberries using the MSB extraction method and detected by MLR2 followed by NGS. Upper (U) and lower (L) POD 95% confidence intervals are represented with dash and dot, respectively. Each observed value represents five extractions. NGS assays were performed only on sample positive by qPCR. 





Supplementary Figure SF1c.  Estimated probability of detection (POD) curve and 95 % confidence interval of the HuNoV GI extracted from spiked frozen raspberries using the MSB extraction method and detected by RT-qPCR. Upper (U) and lower (L) POD 95% confidence intervals are represented with dash and dot, respectively. Each observed value represents five extractions.





Supplementary Figure SF1d.  Estimated probability of detection (POD) curve and 95 % confidence interval of the HuNoV GI extracted from spiked frozen raspberries using the MSB extraction method and detected by MLR2 followed by NGS. Upper (U) and lower (L) POD 95% confidence intervals are represented with dash and dot, respectively. Each observed value represents five extractions. NGS assays were performed only on sample positive by qPCR.
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Supplementary Figure SF2. Phylogenetic analysis of HuNoV G1.3 ORF3 minor capsid sequences. The most similar reference and representative sequences, labelled in black, were selected and compared to the GI.3 sequence detected during this study denoted by a red dot. Reference sequences were obtained from GenBank and labelled by their accession number, country and year of collection, genotype and ID. Maximum likelihood phylogenetic tree were produced using CLC genomic workbench software with bootstrapping of 1000 replicates, based on the General Time Reversible nucleotide substitution model with variable substitution rate. The bootstrap percentage values are shown for values greater than 70%. The scale bar indicates the number of substitutions per site.
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Supplementary Figure SF3. Phylogenetic analysis of HuNoV G1.3 ORF2 and ORF 3, major and minor capsid sequences. The most similar reference sequence and representative sequences, labelled in black, were selected and compared to the GI.3 sequence detected during this study denoted by a red dot. Reference sequences were obtained from GenBank and labelled by their accession number, country and year of collection, genotype and ID. Maximum likelihood phylogenetic tree were produced using CLC genomic workbench software with bootstrapping of 1000 replicates, based on the General Time Reversible nucleotide substitution model with variable substitution rate. The bootstrap percentage values are shown for values greater than 70%. The scale bar indicates the number of substitutions per site.
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Supplementary Figure SF4. Phylogenetic analysis of HuNoV GII.17 ORF2 and ORF3, major and minor capsid sequences. The most similar reference sequence and representative ORF2 and ORF3 sequences, labelled in black, were selected and compared to the GII.7 sequence detected IQF frozen raspberries denoted by a red dot. Reference sequences were obtained from GenBank and labelled by their accession number, country and year of collection, genotype and ID. Maximum likelihood phylogenetic three were produced using CLC genomic workbench software with bootstrapping of 1000 replicates, based on the General Time Reversible nucleotide substitution model with variable substitution rate. The bootstrap percentage values are shown for values greater than 70%. The scale bars indicate the number of substitutions per site.
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Supplementary Figure SF5. Phylogenetic analysis of HuNoV GII.17 partial ORF1 and ORF 2 junction regions (344bp). The most similar reference sequence and representative of the ORF1 and ORF2 sequences junction, labelled in black, were selected and compared to the GII.7 sequence detected IQF frozen raspberries denoted by a dot. Reference sequences were obtained from GenBank and labelled by their accession number, country and year of collection, genotype and ID. Maximum likelihood phylogenetic three were produced using CLC genomic workbench software with bootstrapping of 100 replicates, based on the Kimura 80 nucleotide substitution model. The bootstrap percentage values are shown for values greater than 70%. The scale bars indicate the number of substitutions per site.

Supplementary table ST1. Collection of selected published norovirus sequences found on the National Center for Biotechnology Information (NCBI) site.
	Accession
	Size
	Description

	KJ196299
	7517
	Norovirus GII/Hu/JP/2001/GII.P12_GII.12/Saitama/T18, complete genome.

	KJ196277
	7554
	Norovirus GII/Hu/JP/2001/GII.P22_GII.5/Saitama/T49, complete genome.

	KJ196276
	7491
	Norovirus GII/Hu/JP/2002/GII.P12_GII.13/Saitama/T80, complete genome.

	KJ196288
	7512
	Norovirus GII/Hu/JP/2002/GII.P5_GII.5/Saitama/T52, complete genome.

	KJ196284
	7491
	Norovirus GII/Hu/JP/2007/GII.P21_GII.21/Kawasaki/YO284, complete genome.

	KJ196297
	7529
	Norovirus GII/Hu/JP/2007/GII.P7_GII.14/Fukuoka/KK282, complete genome.

	LN854569
	7579
	Norovirus GII/Hu/NL/2014/GII.21/Groningen, complete genome.

	NC_029645
	7313
	Norovirus GIII, complete genome.

	NC_029647
	7527
	Norovirus GIV, complete genome.

	NC_008311
	7382
	Norovirus GV, complete genome.

	KF429783
	7617
	Norovirus Hu/GI.1/8K/1979/USA, complete genome.

	KF039737
	7600
	Norovirus Hu/GI.1/CHA6A003_20091104/2009/USA, complete genome.

	KF306212
	7740
	Norovirus Hu/GI.2/Jingzhou/2013401/CHN, complete genome.

	FJ515294
	7699
	Norovirus Hu/GI.2/Leuven/2003/BEL, complete genome.

	JQ388274
	7691
	Norovirus Hu/GI.6/Kingston/ACT160D/2010/AU, complete genome.

	KU311161
	7657
	Norovirus Hu/GI.7/AlbertaEI404/2012/CA isolate OU4 non-structural polyprotein gene, partial cds; and major capsid protein and minor capsid protein genes, complete cds.

	JQ911594
	7696
	Norovirus Hu/GI/10360/2010/VNM, complete genome.

	AB187514
	7746
	Norovirus Hu/GI/Otofuke/1979/JP genomic RNA, complete genome.

	AB447432
	7502
	Norovirus Hu/GII-4/Aomori1/2006/JP genomic RNA, complete genome.

	AB447427
	7511
	Norovirus Hu/GII-4/Hokkaido1/2006/JP genomic RNA, complete genome.

	GU017903
	7529
	Norovirus Hu/GII.14/8533/Maizuru/2008/JPN, complete genome.

	GU594162
	7529
	Norovirus Hu/GII.14/8610/Saga/2008/JPN, complete genome.

	LC145808
	7482
	Norovirus Hu/GII.2/Ehime5_2014_JP genes for polyprotein, VP1, VP2, complete cds.

	KJ407074
	7496
	Norovirus Hu/GII.2/HS255/2011/USA, complete genome.

	JX846924
	7527
	Norovirus Hu/GII.3/HK71/1978/CHN, complete genome.

	GU445325
	7559
	Norovirus Hu/GII.4/New Orleans1805/2009/USA, complete genome.

	GQ845367
	7559
	Norovirus Hu/GII.4/Orange/NSW001P/2008/AU, complete genome.

	JX459908
	7564
	Norovirus Hu/GII.4/Sydney/NSW0514/2012/AU, complete genome.

	JX846927
	7534
	Norovirus Hu/GII.6/CHDC4073/1984/USA, complete genome.

	KC576910
	7441
	Norovirus Hu/GII.6/S9c/1976/SEN, partial genome.

	KM198561
	7425
	Norovirus Hu/GII/30303/2009/VNM nonstructural polyprotein and capsid protein VP1 genes, complete cds; and capsid protein VP2 gene, partial cds.

	KU757046
	7550
	Norovirus Hu/GII/CN/2013/GII.17/13010141, complete genome.

	KC662537
	7492
	Norovirus Hu/GII/Hy-718/KOR, complete genome.

	LC175468
	7570
	Norovirus Hu/GII/JP/2016/GII.P16_GII.4_Sydney2012/Kawasaki194 genomic RNA, complete genome.

	EU424333
	7420
	Norovirus Hu/GII/Leverkusen267/2005/DE nonstructural polyprotein and capsid protein genes, complete cds; and minor structural protein gene, partial cds.

	AY772730
	7579
	Norovirus Hu/NLV/GII/Neustrelitz260/2000/DE from Germany, complete genome.

	AB220922
	7533
	Norovirus Hu/Sakai/04-179/2005/JP genes for non structural polyprotein, capsid protein, minor structural protein, partial and complete cds.

	GU991355
	7544
	Norovirus Hu/Shanghai/SH312/2009/CHN, complete genome.

	AB365435
	7627
	Norovirus Hu/Texas/TCH04-577/2004/US genomic RNA, complete genome.

	KX907729
	7648
	Norovirus Hu/USA/2011/GI.P7_GI.7/CS5567, partial genome.

	KX907730
	7647
	Norovirus Hu/USA/2014/GI.P7_GI.7/GA5043, partial genome.

	KX907731
	7681
	Norovirus Hu/USA/2016/GI.P9_GI.9/SC6350, partial genome.

	HQ392821
	7548
	Norovirus pig/GII/Ch6/China/2009, complete genome.

	JX486101
	7528
	Norovirus Rn/GV/HKU_CT2/HKG/2011 polyprotein gene, partial cds; and VP1 capsid protein and VP2 minor structural protein genes, complete cds.

	JX486102
	7542
	Norovirus Rn/GV/HKU_KT/HKG/2012 polyprotein, VP1 capsid protein, and VP2 minor structural protein genes, complete cds.

	AY823305
	7612
	Norovirus swine/GII/OH-QW125/03/US, complete genome.

	M87661
	7654
	Norwalk virus nonstructural polyprotein, 58 kd capsid protein, and orf3 genes, complete cds.

	AF093797
	7598
	Norwalk virus, complete genome.

	AB039775
	7521
	Norwalk-like virus genomic RNA, complete genome, isolate:Saitama U1.

	AB039778
	7546
	Norwalk-like virus genomic RNA, complete genome, isolate:Saitama U16.

	AB039779
	7546
	Norwalk-like virus genomic RNA, complete genome, isolate:Saitama U17.

	AB039781
	7541
	Norwalk-like virus genomic RNA, complete genome, isolate:Saitama U18.

	AB039782
	7541
	Norwalk-like virus genomic RNA, complete genome, isolate:Saitama U201.

	AB039780
	7524
	Norwalk-like virus genomic RNA, complete genome, isolate:Saitama U25.

	AB039776
	7564
	Norwalk-like virus genomic RNA, complete genome, isolate:Saitama U3.

	AB039777
	7564
	Norwalk-like virus genomic RNA, complete genome, isolate:Saitama U4.

	AB039774
	7700
	Norwalk-like virus genomic RNA, complete genome, isolate:SzUG1.

	AB045603
	7521
	Norwalk-like virus genomic RNA, complete genome, specimen_voucher: Gifu'96.

	AB126320
	7537
	Norwalk-like virus genomic RNA, complete genome, strain: SW/NV/swine43/JP.

	AB083780
	7560
	Norwalk-like virus genomic RNA, complete genome, strain: YURI.

	AB081723
	7688
	Norwalk-like virus genomic RNA, complete genome, strain:WUG1.

	AY126474
	7311
	Norwalk-like virus isolate Bo/Dumfries/94/UK, complete genome.

	AY134748
	7537
	Snow Mountain virus, complete genome.

	L07418
	7708
	Southampton virus capsid protein, polyprotein, and ORF genes, complete cds.

	MW305487
	7664
	Norovirus GI isolate PNV011143, nonstructural polyprotein (ORF1) gene, partial cds; and VP1 (ORF2) and VP2 (ORF3) genes, complete cds




Supplementary Table ST2. List of strains sequenced by NGS following the MLR2. 
	Sample name
	Organism
	Isolate
	Collected by
	Collection date
	Country
	Isolation source
	Genotype
	HuNov
sequence length
(bp)
	Genbank
Accession
numbers

	CFIA-FVR-001
	norovirus
	Human
	BCCDC
	2003
	Canada
	stool
	GI.2
	2415
	MT745876

	CFIA-FVR-002
	norovirus
	Human
	BCCDC
	2012
	Canada
	stool
	GI.3
	2367
	MW558948

	CFIA-FVR-003
	norovirus
	Human
	BCCDC
	2010
	Canada
	stool
	GI.4
	2402
	MT750326

	CFIA-FVR-004
	norovirus
	Human
	BCCDC
	2007
	Canada
	stool
	GI.4
	2402
	MT874469

	CFIA-FVR-005
	norovirus
	Human
	BCCDC
	2010
	Canada
	stool
	GI.4
	2043
	MT756470

	CFIA-FVR-006
	norovirus
	Human
	BCCDC
	2010
	Canada
	emesis
	GI.4
	2281
	MT756561

	CFIA-FVR-007
	norovirus
	Human
	BCCDC
	2010
	Canada
	emesis
	GI.4
	2408
	MT756627

	CFIA-FVR-008
	norovirus
	Human
	BCCDC
	2007
	Canada
	stool
	GI.4
	2402
	MT756629

	CFIA-FVR-009
	norovirus
	Human
	BCCDC
	2010
	Canada
	stool
	GI.4
	2037
	MT756631

	CFIA-FVR-010
	norovirus
	Human
	BCCDC
	2010
	Canada
	stool
	GI.6
	2401
	MT753150

	CFIA-FVR-011
	norovirus
	Human
	BCCDC
	2010
	Canada
	stool
	GI.6
	2400
	MT754179

	CFIA-FVR-012
	norovirus
	Human
	BCCDC
	2007
	Canada
	stool
	GII.3
	2511
	MT808057

	CFIA-FVR-013
	norovirus
	Human
	BCCDC
	2004
	Canada
	stool
	GII.3
	2510
	MT808058

	CFIA-FVR-014
	norovirus
	Human
	BCCDC
	2008
	Canada
	emesis
	GII.3
	2513
	MT808055

	CFIA-FVR-015
	norovirus
	Human
	BCCDC
	2007
	Canada
	stool
	GII.3
	2508
	MT808056

	CFIA-FVR-016
	norovirus
	Human
	BCCDC
	2007
	Canada
	stool
	GII.4
	2538
	MT754267

	CFIA-FVR-017
	norovirus
	Human
	BCCDC
	2010
	Canada
	stool
	GII.4
	2526
	MT754278

	CFIA-FVR-019
	norovirus
	Human
	BCCDC
	2008
	Canada
	stool
	GII.4
	2527
	MT754280

	CFIA-FVR-020
	norovirus
	Human
	BCCDC
	2008
	Canada
	stool
	GII.4
	2537
	MT754281

	CFIA-FVR-021
	norovirus
	Human
	BCCDC
	2007
	Canada
	stool
	GII.5
	2485
	MT754282

	CFIA-FVR-022
	norovirus
	Human
	BCCDC
	2010
	Canada
	stool
	GI.5
	2405
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Estimated probability of detection  POD


Matrix 1:  observed values	749.63625555555552	377.40692222222219	341.39267222222225	300.86302222222224	149.38177777777778	86.242526666666663	65.116743333333332	30.844691166666667	1	0.4	0.2	0.2	0.4	0.2	0.2	0	p 1(d)	0	3.75	7.5	11.25	15	18.75	22.5	26.25	30	33.75	37.5	41.25	45	48.75	52.5	56.25	60	63.75	67.5	71.25	75	78.75	82.5	86.25	90	93.75	97.5	101.25	105	108.75	112.5	116.25	120	123.75	127.5	131.25	135	138.75	142.5	146.25	150	153.75	157.5	161.25	165	168.75	172.5	176.25	180	183.75	187.5	191.25	195	198.75	202.5	206.25	210	213.75	217.5	221.25	225	228.75	232.5	236.25	240	243.75	247.5	251.25	255	258.75	262.5	266.25	270	273.75	277.5	281.25	285	288.75	292.5	296.25	300	303.75	307.5	311.25	315	318.75	322.5	326.25	330	333.75	337.5	341.25	345	348.75	352.5	356.25	360	363.75	367.5	371.25	375	378.75	382.5	386.25	390	393.75	397.5	401.25	405	408.75	412.5	416.25	420	423.75	427.5	431.25	435	438.75	442.5	446.25	450	453.75	457.5	461.25	465	468.75	472.5	476.25	480	483.75	487.5	491.25	495	498.75	502.5	506.25	510	513.75	517.5	521.25	525	528.75	532.5	536.25	540	543.75	547.5	551.25	555	558.75	562.5	566.25	570	573.75	577.5	581.25	585	588.75	592.5	596.25	600	603.75	607.5	611.25	615	618.75	622.5	626.25	630	633.75	637.5	641.25	645	648.75	652.5	656.25	660	663.75	667.5	671.25	675	678.75	682.5	686.25	690	693.75	697.5	701.25	705	708.75	712.5	716.25	720	723.75	727.5	731.25	735	738.75	742.5	746.25	750	0	6.7000000000000002E-3	1.34E-2	2.01E-2	2.6700000000000002E-2	3.32E-2	3.9699999999999999E-2	4.6199999999999998E-2	5.2600000000000001E-2	5.8999999999999997E-2	6.5299999999999997E-2	7.1599999999999997E-2	7.7899999999999997E-2	8.4099999999999994E-2	9.0300000000000005E-2	9.64E-2	0.10249999999999999	0.1085	0.1145	0.1205	0.12640000000000001	0.1323	0.1381	0.1439	0.1497	0.15540000000000001	0.16109999999999999	0.1668	0.1724	0.1779	0.1835	0.189	0.19439999999999999	0.19989999999999999	0.20519999999999999	0.21060000000000001	0.21590000000000001	0.22120000000000001	0.22639999999999999	0.2316	0.23680000000000001	0.24199999999999999	0.24709999999999999	0.25209999999999999	0.25719999999999998	0.26219999999999999	0.2671	0.27210000000000001	0.27700000000000002	0.28179999999999999	0.28670000000000001	0.29149999999999998	0.29630000000000001	0.30099999999999999	0.30570000000000003	0.31040000000000001	0.315	0.3196	0.32419999999999999	0.32879999999999998	0.33329999999999999	0.33779999999999999	0.3422	0.34670000000000001	0.35110000000000002	0.35539999999999999	0.35980000000000001	0.36409999999999998	0.36840000000000001	0.37259999999999999	0.37680000000000002	0.38100000000000001	0.38519999999999999	0.38929999999999998	0.39350000000000002	0.39750000000000002	0.40160000000000001	0.40560000000000002	0.40960000000000002	0.41360000000000002	0.41760000000000003	0.42149999999999999	0.4254	0.42920000000000003	0.43309999999999998	0.43690000000000001	0.44069999999999998	0.44450000000000001	0.44819999999999999	0.45190000000000002	0.4556	0.45929999999999999	0.46289999999999998	0.46650000000000003	0.47010000000000002	0.47370000000000001	0.47720000000000001	0.48080000000000001	0.48420000000000002	0.48770000000000002	0.49120000000000003	0.49459999999999998	0.498	0.50139999999999996	0.50470000000000004	0.5081	0.51139999999999997	0.51470000000000005	0.51790000000000003	0.5212	0.52439999999999998	0.52759999999999996	0.53080000000000005	0.53400000000000003	0.53710000000000002	0.54020000000000001	0.54330000000000001	0.5464	0.5494	0.55249999999999999	0.55549999999999999	0.5585	0.5615	0.56440000000000001	0.56730000000000003	0.57030000000000003	0.57310000000000005	0.57599999999999996	0.57889999999999997	0.58169999999999999	0.58450000000000002	0.58730000000000004	0.59009999999999996	0.59289999999999998	0.59560000000000002	0.59830000000000005	0.60099999999999998	0.60370000000000001	0.60640000000000005	0.60899999999999999	0.61170000000000002	0.61429999999999996	0.6169	0.61950000000000005	0.622	0.62460000000000004	0.62709999999999999	0.62960000000000005	0.6321	0.63460000000000005	0.63700000000000001	0.63949999999999996	0.64190000000000003	0.64429999999999998	0.64670000000000005	0.64910000000000001	0.65149999999999997	0.65380000000000005	0.65610000000000002	0.65849999999999997	0.66080000000000005	0.66300000000000003	0.6653	0.66759999999999997	0.66979999999999995	0.67200000000000004	0.67420000000000002	0.6764	0.67859999999999998	0.68079999999999996	0.68289999999999995	0.68510000000000004	0.68720000000000003	0.68930000000000002	0.69140000000000001	0.69340000000000002	0.69550000000000001	0.6976	0.6996	0.7016	0.7036	0.7056	0.70760000000000001	0.70960000000000001	0.71150000000000002	0.71350000000000002	0.71540000000000004	0.71730000000000005	0.71919999999999995	0.72109999999999996	0.72299999999999998	0.72489999999999999	0.72670000000000001	0.72860000000000003	0.73040000000000005	0.73219999999999996	0.73399999999999999	0.73580000000000001	0.73760000000000003	0.73929999999999996	0.74109999999999998	p 1(d)L	0	3.75	7.5	11.25	15	18.75	22.5	26.25	30	33.75	37.5	41.25	45	48.75	52.5	56.25	60	63.75	67.5	71.25	75	78.75	82.5	86.25	90	93.75	97.5	101.25	105	108.75	112.5	116.25	120	123.75	127.5	131.25	135	138.75	142.5	146.25	150	153.75	157.5	161.25	165	168.75	172.5	176.25	180	183.75	187.5	191.25	195	198.75	202.5	206.25	210	213.75	217.5	221.25	225	228.75	232.5	236.25	240	243.75	247.5	251.25	255	258.75	262.5	266.25	270	273.75	277.5	281.25	285	288.75	292.5	296.25	300	303.75	307.5	311.25	315	318.75	322.5	326.25	330	333.75	337.5	341.25	345	348.75	352.5	356.25	360	363.75	367.5	371.25	375	378.75	382.5	386.25	390	393.75	397.5	401.25	405	408.75	412.5	416.25	420	423.75	427.5	431.25	435	438.75	442.5	446.25	450	453.75	457.5	461.25	465	468.75	472.5	476.25	480	483.75	487.5	491.25	495	498.75	502.5	506.25	510	513.75	517.5	521.25	525	528.75	532.5	536.25	540	543.75	547.5	551.25	555	558.75	562.5	566.25	570	573.75	577.5	581.25	585	588.75	592.5	596.25	600	603.75	607.5	611.25	615	618.75	622.5	626.25	630	633.75	637.5	641.25	645	648.75	652.5	656.25	660	663.75	667.5	671.25	675	678.75	682.5	686.25	690	693.75	697.5	701.25	705	708.75	712.5	716.25	720	723.75	727.5	731.25	735	738.75	742.5	746.25	750	0	3.8E-3	7.7000000000000002E-3	1.15E-2	1.52E-2	1.9E-2	2.2800000000000001E-2	2.6499999999999999E-2	3.0300000000000001E-2	3.4000000000000002E-2	3.7699999999999997E-2	4.1399999999999999E-2	4.4999999999999998E-2	4.87E-2	5.2400000000000002E-2	5.6000000000000001E-2	5.96E-2	6.3200000000000006E-2	6.6799999999999998E-2	7.0400000000000004E-2	7.3899999999999993E-2	7.7499999999999999E-2	8.1000000000000003E-2	8.4599999999999995E-2	8.8099999999999998E-2	9.1600000000000001E-2	9.5000000000000001E-2	9.8500000000000004E-2	0.10199999999999999	0.10539999999999999	0.10879999999999999	0.1123	0.1157	0.1191	0.12239999999999999	0.1258	0.12920000000000001	0.13250000000000001	0.1358	0.1391	0.1424	0.1457	0.14899999999999999	0.15229999999999999	0.1555	0.15870000000000001	0.16200000000000001	0.16520000000000001	0.16839999999999999	0.1716	0.17469999999999999	0.1779	0.18110000000000001	0.1842	0.18729999999999999	0.19040000000000001	0.19359999999999999	0.1966	0.19969999999999999	0.20280000000000001	0.20580000000000001	0.2089	0.21190000000000001	0.21490000000000001	0.218	0.221	0.22389999999999999	0.22689999999999999	0.22989999999999999	0.23280000000000001	0.23580000000000001	0.2387	0.24160000000000001	0.2445	0.24740000000000001	0.25030000000000002	0.25319999999999998	0.25609999999999999	0.25890000000000002	0.26169999999999999	0.2646	0.26740000000000003	0.2702	0.27300000000000002	0.27579999999999999	0.27860000000000001	0.28129999999999999	0.28410000000000002	0.2868	0.28960000000000002	0.2923	0.29499999999999998	0.29770000000000002	0.3004	0.30309999999999998	0.30580000000000002	0.30840000000000001	0.31109999999999999	0.31369999999999998	0.31630000000000003	0.31900000000000001	0.3216	0.32419999999999999	0.32679999999999998	0.32929999999999998	0.33189999999999997	0.33450000000000002	0.33700000000000002	0.33960000000000001	0.34210000000000002	0.34460000000000002	0.34710000000000002	0.34960000000000002	0.35210000000000002	0.35460000000000003	0.35709999999999997	0.35959999999999998	0.36199999999999999	0.36449999999999999	0.3669	0.36930000000000002	0.37169999999999997	0.37409999999999999	0.3765	0.37890000000000001	0.38129999999999997	0.38369999999999999	0.3861	0.38840000000000002	0.39079999999999998	0.3931	0.39539999999999997	0.3977	0.4	0.40229999999999999	0.40460000000000002	0.40689999999999998	0.40920000000000001	0.41149999999999998	0.41370000000000001	0.41599999999999998	0.41820000000000002	0.4204	0.42270000000000002	0.4249	0.42709999999999998	0.42930000000000001	0.43149999999999999	0.43359999999999999	0.43580000000000002	0.438	0.44009999999999999	0.44230000000000003	0.44440000000000002	0.44650000000000001	0.44869999999999999	0.45079999999999998	0.45290000000000002	0.45500000000000002	0.45710000000000001	0.4592	0.4612	0.46329999999999999	0.46529999999999999	0.46739999999999998	0.46939999999999998	0.47149999999999997	0.47349999999999998	0.47549999999999998	0.47749999999999998	0.47949999999999998	0.48149999999999998	0.48349999999999999	0.48549999999999999	0.48749999999999999	0.4894	0.4914	0.49330000000000002	0.49530000000000002	0.49719999999999998	0.49909999999999999	0.50109999999999999	0.503	0.50490000000000002	0.50680000000000003	0.50870000000000004	0.51060000000000005	0.51239999999999997	0.51429999999999998	0.51619999999999999	0.51800000000000002	0.51990000000000003	0.52170000000000005	0.52349999999999997	0.52539999999999998	0.5272	0.52900000000000003	0.53080000000000005	0.53259999999999996	0.53439999999999999	0.53620000000000001	p 1(d)U	0	3.75	7.5	11.25	15	18.75	22.5	26.25	30	33.75	37.5	41.25	45	48.75	52.5	56.25	60	63.75	67.5	71.25	75	78.75	82.5	86.25	90	93.75	97.5	101.25	105	108.75	112.5	116.25	120	123.75	127.5	131.25	135	138.75	142.5	146.25	150	153.75	157.5	161.25	165	168.75	172.5	176.25	180	183.75	187.5	191.25	195	198.75	202.5	206.25	210	213.75	217.5	221.25	225	228.75	232.5	236.25	240	243.75	247.5	251.25	255	258.75	262.5	266.25	270	273.75	277.5	281.25	285	288.75	292.5	296.25	300	303.75	307.5	311.25	315	318.75	322.5	326.25	330	333.75	337.5	341.25	345	348.75	352.5	356.25	360	363.75	367.5	371.25	375	378.75	382.5	386.25	390	393.75	397.5	401.25	405	408.75	412.5	416.25	420	423.75	427.5	431.25	435	438.75	442.5	446.25	450	453.75	457.5	461.25	465	468.75	472.5	476.25	480	483.75	487.5	491.25	495	498.75	502.5	506.25	510	513.75	517.5	521.25	525	528.75	532.5	536.25	540	543.75	547.5	551.25	555	558.75	562.5	566.25	570	573.75	577.5	581.25	585	588.75	592.5	596.25	600	603.75	607.5	611.25	615	618.75	622.5	626.25	630	633.75	637.5	641.25	645	648.75	652.5	656.25	660	663.75	667.5	671.25	675	678.75	682.5	686.25	690	693.75	697.5	701.25	705	708.75	712.5	716.25	720	723.75	727.5	731.25	735	738.75	742.5	746.25	750	0	1.18E-2	2.35E-2	3.5000000000000003E-2	4.6399999999999997E-2	5.7700000000000001E-2	6.88E-2	7.9799999999999996E-2	9.0700000000000003E-2	0.1014	0.112	0.1225	0.13289999999999999	0.1431	0.15329999999999999	0.1633	0.17319999999999999	0.18290000000000001	0.19259999999999999	0.2021	0.21149999999999999	0.22090000000000001	0.2301	0.2392	0.24809999999999999	0.25700000000000001	0.26579999999999998	0.27450000000000002	0.28299999999999997	0.29149999999999998	0.2999	0.30819999999999997	0.31630000000000003	0.32440000000000002	0.33239999999999997	0.34029999999999999	0.34810000000000002	0.35580000000000001	0.3634	0.37090000000000001	0.37830000000000003	0.38569999999999999	0.39290000000000003	0.40010000000000001	0.40720000000000001	0.41420000000000001	0.42109999999999997	0.42799999999999999	0.43469999999999998	0.44140000000000001	0.44800000000000001	0.45450000000000002	0.46100000000000002	0.46729999999999999	0.47360000000000002	0.4798	0.48599999999999999	0.49199999999999999	0.498	0.504	0.50980000000000003	0.51559999999999995	0.52139999999999997	0.52700000000000002	0.53259999999999996	0.53810000000000002	0.54359999999999997	0.54900000000000004	0.55430000000000001	0.55959999999999999	0.56479999999999997	0.56989999999999996	0.57499999999999996	0.57999999999999996	0.58499999999999996	0.58989999999999998	0.59470000000000001	0.59950000000000003	0.60419999999999996	0.6089	0.61350000000000005	0.61809999999999998	0.62260000000000004	0.62709999999999999	0.63149999999999995	0.63580000000000003	0.6401	0.64439999999999997	0.64859999999999995	0.65269999999999995	0.65680000000000005	0.66090000000000004	0.66490000000000005	0.66879999999999995	0.67279999999999995	0.67659999999999998	0.6804	0.68420000000000003	0.68799999999999994	0.69159999999999999	0.69530000000000003	0.69889999999999997	0.70240000000000002	0.70599999999999996	0.70940000000000003	0.71289999999999998	0.71630000000000005	0.71960000000000002	0.72289999999999999	0.72619999999999996	0.72940000000000005	0.73260000000000003	0.73580000000000001	0.7389	0.74199999999999999	0.745	0.748	0.751	0.754	0.75690000000000002	0.75970000000000004	0.76259999999999994	0.76539999999999997	0.76819999999999999	0.77090000000000003	0.77359999999999995	0.77629999999999999	0.77890000000000004	0.78149999999999997	0.78410000000000002	0.78669999999999995	0.78920000000000001	0.79169999999999996	0.79410000000000003	0.79659999999999997	0.79900000000000004	0.80130000000000001	0.80369999999999997	0.80600000000000005	0.80830000000000002	0.81059999999999999	0.81279999999999997	0.81499999999999995	0.81720000000000004	0.81940000000000002	0.82150000000000001	0.8236	0.82569999999999999	0.82769999999999999	0.82979999999999998	0.83179999999999998	0.83379999999999999	0.8357	0.8377	0.83960000000000001	0.84150000000000003	0.84340000000000004	0.84519999999999995	0.84699999999999998	0.84889999999999999	0.85060000000000002	0.85240000000000005	0.85409999999999997	0.85589999999999999	0.85760000000000003	0.85929999999999995	0.8609	0.86260000000000003	0.86419999999999997	0.86580000000000001	0.86739999999999995	0.86890000000000001	0.87050000000000005	0.872	0.87350000000000005	0.875	0.87649999999999995	0.878	0.87939999999999996	0.88080000000000003	0.88219999999999998	0.88360000000000005	0.88500000000000001	0.88639999999999997	0.88770000000000004	0.88900000000000001	0.89029999999999998	0.89159999999999995	0.89290000000000003	0.89419999999999999	0.89539999999999997	0.89670000000000005	0.89790000000000003	0.89910000000000001	0.90029999999999999	0.90149999999999997	0.90259999999999996	0.90380000000000005	0.90490000000000004	0.90600000000000003	0.90710000000000002	Inoculation level (gEq per 25 g)
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