	Virus
	Ref
	Name
	Sequence (5’3’)
	Final PCR conc (µM)
	Thermal profile
	Gene
target
	Amplicon
size (bp)
	Slope of the standard curve
	PCR efficiency (%)
	R2 of the standard curve

	HAdV
	1, 2
	AdF
	Fwd:CWTACATGCACATCKCSGG
	0.9
	10min at 95°C, 40 cycles (15s at 95°C and 1min at 60°C)
	hexon
	69
	-3.476
	0.9394
	0.9934

	
	
	AdR
	Rev:CRCGGGCRAAYTGCACCAG
	0.9
	
	
	
	
	
	

	
	
	AdP1
	Prob: 6-FAM-CCGGGCTCAGGTACTCCGAGGCGTCCT-BHQ1
	0.225
	
	
	
	
	
	

	JCPyV
	3
	JE3F
	Fwd:ATGTTTGCCAGTGATGATGAAAA
	0.4
	10min at 95°C, 40 cycles (15s at 95°C and 1min at 60°C)
	large t-antigen
	97
	-3.272
	1.0121
	0.9935

	
	
	JE3R
	Rev: GGAAAGTCTTTAGGGTCTTCTACCTTT
	0.4
	
	
	
	
	
	

	
	
	JE3P
	Prob: 6-FAM-AGGATCCCAACACTCTACCCCACCTAAAAAGA-BHQ1
	0.12
	
	
	
	
	
	

	Sendai virus (SeV)
	4
	Sendai_F
	Fwd: CAGAGGAGCACAGTCTCAGTGTTC
	0.3
	RT at 48°C for 60 min and 95°C for 10 min followed by 45 cycles of 95°C for 15 sec and 60°C for 1 min
	Sendai virus nucleocapsid (NP)
	123
	-3.549
	0.9132
	0.9905

	
	
	Sendai_R
	Rev: TCTCTGAGAGTGCTGCTTATCTGTGT
	0.3
	
	
	
	
	
	

	
	
	Sendai_P
	Prob: 6-FAM-TGCATCATCAGTCACACTTGGGCCTAGTA-BHQ
	0.1
	
	
	
	
	
	

	HAstV MLB1
	5
	MLB1_ORF2
	Fwd: GGTCTTGGAGCYCGAATTC
	0.6
	RT at 55 °C for 60 min, 95 °C for 15 min, 45 cycles of 15s at 95°C and 1 min at 55 °C.
	Capsid protein
	68
	-3.053
	1.126
	0.9875

	
	
	MLB1_ORF2_R
	Rev: CGCTGTTTAATGCGCCAAA
	0.6
	
	
	
	
	
	

	
	
	MLB1_ORF2_P
	Prob: 6-FAM - TAGRGTTGGTTCAAATCT – MGBNFQ
	0.25
	
	
	
	
	
	

	MNV
	6,7
	G54763F
	Fwd: TGATCGTGCCAGCATCGA
	0.5
	RT at 55ºC for 1 h and 95ºC for 5 min, followed by 45 cycles at 95ºC for 15 s, 60ºC for 1 min, and 65ºC for 1 min
	RdRp
	101
	-3.384
	0.9747
	0.9958

	
	
	G54863R
	Rev: GTTGGGAGGGTCTCTGAGCAT
	0.9
	
	
	
	
	
	

	
	
	G54808P
	Prob: 6-FAM-CTACCCACCAGAACCCCTTTGAGACTC-BHQ
	0.25
	
	
	
	
	
	

	MS2
	8,9
	pecson-2F
	AAGGTGCCTACAAGCGAAGT
	1
	RT at 55°C for 1h, 5min at 95°C, 40 cycles (15s at 95°C, 1min at 60°C and 1min at 65°C)
	Maturation protein
	335
	-3.384
	0.9746
	0.9994

	
	
	pecson-2R
	TTCGTTTAGGGCAAGGTAGC
	1
	
	
	
	
	
	

	
	
	PecP-2
	6-FAM-ATCGTGGGGTCGCCCGTACG-BHQ1
	0.25
	
	
	
	
	
	

	RoV
	10
	NSP3-F
	ACCATCTWCACRTRACCCTCTATGAG
	0.4
	Pre-treatment of dsRNA extraction 99ºC-5 min and ice for 5 min. RT at 48ºC for 30 min, 10 min at 95ºC, 40 cycles (15s at 95ºC, 1 min at 60ºC)
	Rotavirus Non structural protein 3 (Segment 7)
	95
	-3.388
	0.9733
	0.9962

	
	
	NSP3-R
	GGTCACATAACGCCCCTATAGC
	0.4
	
	
	
	
	
	

	
	
	NSP3-P
	6-FAM-AGTTAAAAGCTAACACTGTCAAA- MGB
	0.4
	
	
	
	
	
	

	NoVGII
	11,12
	QNIF2d (300)
	ATGTTCAGRTGGATGAGRTTCTCWGA
	0.5
	RT at 55ºC for 1h, 5 min at 95ºC, 45 cycles (15s at 95ºC, 1 min at 60ºC, 1min at 65ºC)
	RdRp/VP1
	89
	-3.441
	0.9526
	0.9959

	
	
	COG2R (301)
	TCGACGCCATCTTCATTCACA
	0.9
	
	
	
	
	
	

	
	
	QNIFS (302)
	6-FAM-AGCACGTGGGAGGGCGATCG-TAMRA
	0.25
	
	
	
	
	
	

	HAV
	13
	HAV68 (303)
	TCACCGCCGTTTGCCTAG
	0.5
	RT at 55ºC for 1h, 5 min at 95ºC, 45 cycles (15s at 95ºC, 1 min at 60ºC, 1min at 65ºC)
	5’UTR
	178
	-3.344
	0.991
	0.9969

	
	
	HAV240 (304)
	GGAGAGCCCTGGAAGAAAG
	0.9
	
	
	
	
	
	

	
	
	HAV150 (305)
	6-FAM-CCTGAACCTGCAGGAATTAA-MGB
	0.25
	
	
	
	
	
	

	MRV
	18,19
	Reo_F_QIU
	AGTTGCTGAACGCAAATTATTTTG
	0.9
	Pre-treatment of dsRNA extraction 99ºC-5 min and ice for 5 min.RT at 48 °C for 30 min, 5 min at 95ºC, cycles (15s at 95°C, 1 min at 60ºC)
	M1
	82
	-3.541
	0.9161
	0.9829

	
	
	Reo_R_QIU
	TGCGAATCATCAGATTAACCTCTGT
	0.9
	
	
	
	
	
	

	
	
	Reo_P_QIU
	5-FAM-TATTGCGACTAAAAATACC-MGB
	0.25
	
	
	
	
	
	

	Phi 6
	16
	Primer_F
	TGGCGGCGGTCAAGAGC
	1
	Pre-treatment of dsRNA extraction 99ºC-5 min and ice for 5 min.  RT at 55°C for 1h, 95°C for 5 min followed by 40 cycles of 95°C for 15 s and 60°C for 1 min (adapted for the kit)
	P8 protein (Nucleocapsid). Segment S
	100
	-3.588
	0.8999
	0.9988

	
	
	Primer_R
	GGATGATTCTCCAGAAGCTGCTG
	1
	
	
	
	
	
	

	
	
	Probe
	5-FAM-CGGTCGTCGCAGGTCTGACACTCGC-BHQ1
	0.3
	
	
	
	
	
	

	AAV-2
	17
	fwd ITR
	Fwd:5′-GGAACCCCTAGTGATGGAGTT-3′
	0.1
	50°C for 2 min, followed by 95°C for 10 min, and 40 cycles (95°C for 1 min and annealing/extension at 60°C for 1 min)
	Inverted terminal repeats (ITRs)
	62
	-3.399
	0.9689
	0.9981

	
	
	rev ITR
	Rev: 5′-CGGCCTCAGTGAGCGA-3′
	0.34
	
	
	
	
	
	

	
	
	AAV2 ITR_P
	Prob: 5′-FAM-CACTCCCTCTCTGCGCGCTCG-BBQ-3
	0.1
	
	
	
	
	
	

	EV
	18,19,20
	EV_UTR_F
	Fwd: ACCGGATGGCCAATCCAA
	0.3
	RT at 55°C for 1h, followed by 5 min at 95ºC and 45 cycles (15s at 95°C 60s at 60ºC)
	5’UTR
	196
	-3.404
	0.967
	0.9908

	
	
	EV_UTR_R
	Rev: CCTCCGGCCCCTGAATG
	0.9
	
	
	
	
	
	

	
	
	EV_Probe
	Prob: 6-FAM-CGGAACCGACTACTTTGGGTGTCCGT-TAMRA
	0.1
	
	
	
	
	
	

	T4
	21
	T4_F (317)
	Fwd : ACTGGCCAGGTATTCGCA
	0.063
	95°C for 30 seconds followed by 40 cycles (95°C for 5s, 60ºC for 20s and 72ºC for 15s)
	Major capsid protein
	74 Ω
	-3.216
	1.046
	0.9992

	
	
	T4_R (318)
	Rev : ATGCTTCTTTAGCACCGGCA
	0.125
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