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Online Resource 1 Primers used in this study. Underlines indicate restriction site. 

Step Name Sequence 

Universal   

cDNA synthesis oligo (dT) GTAATACGACTCACTATAGGGCACGCGTGGTCGACGGCCCGGGCTGGTTTTTTTTTTTTTTTTT 

3’RACE AdapterPrimer_R1 CCATCCTAATACGACTCACTATAGGGC 

 AdapterPrimer_Rn CTATAGGGCACGCGTGGT 

fads2   

Partial CDS fads2_partial_Fw TACACCTGGAAGGAGGTGCA 

 fads2_partial_Rv TCGATTTGAAAGTTGAGGTGT 

fads2a   

5’RACE fads2a_5’RACE_R1 AGGCAGAAGAACAACGGCTTCGTTC 

 fads2a_5’RACE_Rn GTCCTGTACGATCATCCGATTTTTCTTCCG 

3’RACE fads2a_3’RACE_F1 CGGTGGAGTACGGGATGAAGAAGA 

 fads2a_3’RACE_Fn ACCATGATTACCCGCCGCGA 

Complete CDS fads2a_Fw ACTGTGTGGCGTCTGGTCTTC 

 fads2a_Rv GAATGCAAAAGTGGAGAAAAGC 

Vector construction fads2a_HindIII TTTAAGCTTAAGATGGGAGGTGGAGGCCAGCTCAA 

 fads2a_XbaI CCCTCTAGATTATTTGTGGTGATATGCATCGAGCC 

Expression analysis fads2a_RT_Fw GCCAGGACCGGAAGAAAAATCGGAT 

 fads2a_RT_Rv GCACAGTAACGTCAGTGTCCAG 

fads2b   

5’RACE fads2b_5’RACE_R1 GATCAGGATGGAAAGCAGCAAAT 

 fads2b_5’RACE_Rn GGCATCCTCCCCAGCATAGT 

3’RACE fads2b_3’RACE_F1 AGGTTTTTGGAGAGTCACTGGTT 

 fads2b_3’RACE_Fn ATCACGAGAACCACCAGGAG 



Online Resource 1 (continued)   

Step Name Sequence 

Complete CDS fads2b_Fw AAATAAAAAGGGGGTCTGTG 

 fads2b_Rv TGCTATCGTGTCTTTCTGTT 

Vector construction fads2b_HindIII AAGAAGCTTATCATGGGGGGCGGAGGTCAGCAGAC 

 fads2b_XbaI CCCTCTAGATCATTTATGGAGATATGAATCCAGCC 

Expression analysis fads2b_RT_Fw GTCAGGACAGCAACAAGAATTCGGC 

 fads2b_RT_Rv TGGGTGGACCTGGCTTGGTGGG 

elovl5   

Partial CDS elovl5_partial_Fw TGGTGGTACTACTTCTCCAA 

 elovl5_partial_Rv TCAATCCACCCTCAGCTTCTTGT 

5’RACE elovl5_5’RACE_R1 AAAGTATGAATGGCCGCAGGGGA 

 elovl5_5’RACE_Rn AGCATGGTGGTAGATGTGAAGAAA 

3’RACE elovl5_3’RACE_F1 CAGTGGATGGCTGTGGTTCC 

 elovl5_3’RACE_Fn CAGACCTACAAAAAACAAAGCG 

Complete CDS elovl5_Fw AAAGACAGAAAACACCACTCAG 

 elovl5_Rv AAATATAACCCCCAGCAGCA 

Vector construction elovl5_HindIII GGGAAGCTTAAAATGGAGACCTTTAATCATGAACT 

 elovl5_XbaI AACTCTAGATCAATCCACCCTCAGCTTCTTGGCGG 

Expression analysis elovl5_RT_Fw CCCCGGAAGTGGACAACAAGGTCAT 

 elovl5_RT_Rv ACATGGCCACACGACTGCACAGATG 

actb2   

Expression analysis actb2_RT_Fw CCCCGGAAGTGGACAACAAGGTCAT 

 actb2_RT_Rv ACATGGCCACACGACTGCACAGATG 

 


