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Supplementary Figure 1. The measurements of pathogenicity experiment. Average lesion sizes for each isolate were shown as for each measurement day 

Day 1: orange, Day 2: yellow, Day 3, green). Error bars represent the standard deviation calculated from replicate measurements (n=4) at each time point.
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Supplementary Figure 2. Frequency of library reads according to their sizes. A: MF-FPA-1, B: MF-FPA-3, C: MF-PDA-1, D: MF-PDA-2.
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