Supplementary Materials
Supplementary Table S1. Complete list of identified differential metabolites and corresponding statistical results.
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Supplementary Figure S1. Quality control and modeling validation
OPLS-DA analyses of metabolomics in Lactobacillus-treated sample (A, serum; B, feces) and Tryptophan-treated sample (C, serum; D, feces).  
Supplementary Figure S2. Overview of global metabolic alterations in CKD following supplementation treatment
Heatmap showing differential metabolites in Lactobacillus-treated sample (A, serum; B, feces) and Tryptophan-treated sample (C, serum; D, feces).
Supplementary Figure S3. Major pathways with significant change following Lactobacillus treatment. 
KEGG pathway enrichment indicating 5 altered pathways in the serum (A) and feces (B) of Lactobacillus-treated CKD mice.


